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MKARHAMKPQSTLQLRLTSQHLATLTPQLQQS IRLLQLSTI
LELQQEVEHQALTEQNPLMLEREDNDEWLADGTSAVR I

VGATDGSLVNRANELQRSSTSA
NTDB id 376070 FP568 RS02255 WP 369798653.1 MKARHAMKPTLQLRTSQHLTLTPQLQQSIRLLQLSTLELQQEVEHALTQNPMLEREDDWLAGSVRVGTDGSLRNERSTSA 80
NTDB id 1425 RS RS02020 WP 011000369.1 ......MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSA 74
consensus ******!!**!!!! !!!! !!!!!!!!!!!!!!!!*!!!!!!!*!!! !!*!!!! *!! ! !*! !!!* !*!!
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NTDB id 376070 FP568 RS02255 WP 369798653.1 SSASEGH..ESANGHDE....TRELDGQTRFDDSNQDSGSDWSLNDFARSGSASDDDDNARPQLHVDHPNLREHLLAQLR 154
NTDB id 1425 RS RS02020 WP 011000369.1 TPLPTESPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQS.DEDDRAPMQLREAEPTQREFLMEQLA 153
consensus ** * **** !!!*!***** * * !! !!!!! !!!! * *!*!! !**!!* *! !!*!* !!
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VGARSTAPASECLRTLQLQRLDPPS
NTDB id 376070 FP568 RS02255 WP 369798653.1 LTKAGPRDRALVEFLIESLDEDGYLGTMLDEIQADMPEELALETEEINAALALLQSFDPAGVGARTPSECLRLQLQRLPP 234
NTDB id 1425 RS RS02020 WP 011000369.1 PLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS 233
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MAEQL
NTDB id 376070 FP568 RS02255 WP 369798653.1 SNVRTLSLRIVSDHLELLAARDYTRLRRLLGVSEDSLRAAHHLIRSLDPFPGAAYGSPQADYVVPDVLVRKQGSNWIAEL 314
NTDB id 1425 RS RS02020 WP 011000369.1 .PAKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQL 312
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logo NPDEVMPRLR INDEMYAQRI LRNSNSRGNDEPSGATAGNLQQKQLQEARWL IKNIQQRFDTI LRVASQAIVERQKNSFFTHGE IAGMRPLVLRE
NTDB id 376070 FP568 RS02255 WP 369798653.1 NPEVMPRLRINEMYARILRNNRNDPGTGNLQQQLQEARWLIKNIQQRFDTILRVAQAIVERQKNFFTHGEIGMRPLVLRE 394
NTDB id 1425 RS RS02020 WP 011000369.1 NPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLRE 392
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logo IADTLGLHESTI SRVTTNSKYMALTPFMGTFELKYFFGSHVASTEATGGAASSTAIRAL IKQL IVGAEDPKQNSPLSDSR IAELLAGEQ
NTDB id 376070 FP568 RS02255 WP 369798653.1 IADTLGLHESTISRVTTSKYMLTPFGTFELKYFFGSHVATEAGGAASSTAIRALIKQLIGAEDPQSPLSDSRIAELLAEQ 474
NTDB id 1425 RS RS02020 WP 011000369.1 IADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQ 472
consensus !!!!!!!!!!!!!!!!! !!! !! !!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!*!!

logo GFVVARRTVAKYREALMKRIPAVNLRKSL
NTDB id 376070 FP568 RS02255 WP 369798653.1 GFVVARRTVAKYREAMRIPAVNLRKSL 501
NTDB id 1425 RS RS02020 WP 011000369.1 GFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!**!!!!!!!!!!
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