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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 376065 FPZ22 RS09925 WP 144892596.1 .MTEARSALIVDDEHDIRELLVLTLGRMGLRTATAASLAAAREMLGRSSFDLCLTDMRLPDGSGLELVSDISTRFPETPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 376065 FPZ22 RS09925 WP 144892596.1 AMITAYGNVEAAVEALKAGAFDFVSKPVDINVLRGLVRQALELHSRR...QAQPDGTGRLLGGSPAMVALRETIAKVSRS 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE...AEEAPVDNRLLGESPPMRALRNQIGKLARS 155
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logo QAPVFHYVITSGESGSTGKEVLVANRTLVIHAERLQSGNPVRAISDERGPF IVAP I
VNCGAIPSTELMESELFFGHRKKGSFTGAHITAEQDKPQGL IFLQASADHSGGSTLFLDE

NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 376065 FPZ22 RS09925 WP 144892596.1 QAPVHISGESGTGKELVARTIHAQGVRADGPFVPVNCGAIPTELMESEFFGHRKGSFTGAHADKPGLFQSADGGTLFLDE 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 376065 FPZ22 RS09925 WP 144892596.1 VAELPLAMQVKLLRAIQEKKVRPVGAPAEVDVDVRILSATHKDLGALVNLGSFRHDLYYRINVIELHVPALREREGDLPL 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFA.SAAQ 399
NTDB id 376065 FPZ22 RS09925 WP 144892596.1 LAEAIFARLAQAMHRQAPQFGPGALTALAAYSFPGNVRELENILERAMALADDDTITAADLRLPGGSTIGGHGAAPGRVP 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEGAA..... 390
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LEDENI EKRADKAILLI LMQNQALENQMENTHKRYWNKRTALRAAAKQAKRLGI
L
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAA...P..QAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 376065 FPZ22 RS09925 WP 144892596.1 ALPGAVALPASPAAIGPRDTASSALPSYIEEIERAAIQQALQENKYNKTRAAAALGITFRALRYKLKKLGID....... 468
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .................SLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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