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NTDB id 1092 CAD91899.1 1..2286( ) AADGFSRDLGVKFGATGKKKLKNDTSAFG......WGV......NSGFGGDDKWGAETKINL..P............... 567
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD..SN.....GTYTIERPDNLNVDLGVT..........T 519
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK..KDETTGGYKYTIERPDNLNVDLGVS..........N 532
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK..KDETTGGYKYTIERPDNLNVDLGVS..........N 532
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VKEGNLEELGVRWGVMSTNGSHS...VGGSIESNLWQKGLLAD........DEFPVDEFLNV..NLAST..........S 386
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VKEGNLEELGVRWGVMSTNGSHS...VGGSIESNLWQKGLLAD........DEFPVDEFLNV..NLAST..........S 386
NTDB id 1408 DSB67 RS13980 WP 010643500.1 INEGNMDELGVRWGFTSINGSHT...VGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNV..NLAAT..........S 395
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VTKDFSQDIGIRWGVSRPTH.LS...GTLEGAN.........ELARGTAPANVVPLERRLNL.........DLAAVPLTG 500
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 ANVGYDKSLGVRWGGAYHKGNWS...GYGKDGN.........IGIKDEDGMNCGPIAGSCTF..PTTGTSKSPSPFVDLG 524
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NTDB id 1408 DSB67 RS13980 WP 010643500.1 PNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGAT...SVTFKKAVLS 472
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLS 577
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NTDB id 375983 FFH79 RS27315 WP 010955626.1 LEVTPQITPDNKVIMTVRVTKDEPDYVNA..LNNVPPIRKNEVNAKVRVADGETIVIGGVYSTSQNNVVDKVPFFGDLPY 385
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LEVTPQITPDNRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPY 679
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