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NTDB id 375964 FFI87 RS14780 WP 012364740.1 MFSFFKRFKKTQESDSTESQSADALQPDEPSDAP.AADARQAIEAPPPPAQPRPA.........APAVV..MTVTPTNDG 68
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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logo

EAAERVESAKEAVA
S
D
E
D
TVGVEAVEGI

QVQEPAPPVATQTDTAEESAHKKLGSWALATRLKQTGLAKSTGRDKMAKSS ILATGVFGVGNGTKQIDGEDLYEELEATAVL ILMT
NTDB id 375964 FFI87 RS14780 WP 012364740.1 .............SDDVVEAVEIV.PPPTQDASAKKSWLTRLKTGLAKTG....SSITGVFVNTKIDEDLYEELEAALLM 130
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus ************* * ! !!! !**** *! ! !!! !!!!* **** !* !!! ! !!!!!!!! !*
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NTDB id 375964 FFI87 RS14780 WP 012364740.1 SDAGVDATEYLLGALREKVKTGRLTDPQQVKSALHDLLVELLKPLEKSLMLGR.AQPLVMMITGVNGAGKTTSIGKLAKH 209
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus ! !**!!!!!* *! *! ! !** ** !!** ! *!*!!!!!*!*!* * ! !*!* !*!!!!!!!!!!!!!!*
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NTDB id 375964 FFI87 RS14780 WP 012364740.1 LQSFDQSVLLAAGDTFRAAAREQLAVWGERNNVTVVQQESGDPAAVIFDAVSAARARKIDVMMADTAGRLPTQLHLMEEL 289
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 375964 FFI87 RS14780 WP 012364740.1 KKVKRVISKAHDGAPHEVLLVIDANTGQNALTQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEKV 369
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 375964 FFI87 RS14780 WP 012364740.1 EDLQPFSAVEFADALFD 386
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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