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NTDB id 375819 FPS98 RS11775 WP 144616183.1 QEYGTLYAAYRKTKQDLERIARNDRELVQRIDLLQYQLDEIEGATLTPGEDEKLMQQRKKWMNIEKVYSTIQDAYRALHG 240
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NTDB id 375819 FPS98 RS11775 WP 144616183.1 DQKGMDWLGHAMGELERGVNYEEQLVPILEMVQSAYYQIEDVVHNLRQLSYQMDFEPEQLAEVERRLDQIQSLKRKYGKS 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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NTDB id 375819 FPS98 RS11775 WP 144616183.1 VDDILEYAATIQDELDDMHHYEDRLQQVEKQLQEFAADLAVEALELSVIRSECAGQLAQEIEQQLKELHMERARFAIDVR 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 375819 FPS98 RS11775 WP 144616183.1 QTP...DDDGVEIDGIKRFVDANGMDQIEFLISPNPGEPLRPLAKIASGGELSRVMLAIKTILAGTDQVETLIFDEVDTG 477
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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NTDB id 375819 FPS98 RS11775 WP 144616183.1 VSGRAAQAIAEKLARVAGQRQVLCITHLPQVASMADAHFLIKKEMSENETETRVHRLSDDERVTELARMLSGAEVTAKTE 557
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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NTDB id 375819 FPS98 RS11775 WP 144616183.1 EHAREMILLGRERKTVS 574
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
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