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NTDB id 375811 FPS98 RS07060 WP 144614751.1 ..MTQRKMLTLIVVLLIGAAYLFGLV.....PIEKQTVSNGNVDHTIVFPSDRYPETAKHIKEAVASGKSAVCTIDRDGA 73
NTDB id 110 BSU 03430 NP 388225.3 MNITTDIIKTILLVIVIIAAAAVGLIKGDFFSADQKTSQTKEYDETMAFPSDRYPETAKHIKDAINEGHSEVCTIDRDGA 80
consensus ***! * !***!**! !! !!******* * ! !*!* !!!!!!!!!!!!!!*!* !*! !!!!!!!!!
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NTDB id 375811 FPS98 RS07060 WP 144614751.1 DKNREKSLKGIPTKKGYDRDEWPMAMCAEGGTGADIKYIKPSDNRGAGSWISNQLEDFPDGTKVEIVIK 142
NTDB id 110 BSU 03430 NP 388225.3 EERREQSLKDVPSKKGYDRDEWPMAMCKEGGEGASVEYISPADNRGAGSWVGHRLTDYPDGTKVLFTIQ 149
consensus * !! !!! *!*!!!!!!!!!!!!!! !!! !! * !! ! !!!!!!!!* * ! !*!!!!!! !
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