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NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALRSIRP 84
NTDB id 37528 TRAD RS11635 WP 013178811.1 MAVLSIGDKRLGAMLLERGFISDEGLQRAIARQAETGGRLSEVLINLGLLSEQRIARAIEEAMGVPLVHLTRTPTDPQALAKVPA 85
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA 85
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NTDB id 1306 DR RS10060 WP 027479822.1 QTALNLQAFPFALEG..DRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDAGRTGGKL 167
NTDB id 37528 TRAD RS11635 WP 013178811.1 ALALELRALPFALQG..TRLRVAFEDPLDALAAEELEDVSGCIVEVFQALGSELTWALATHYPELGLTPP..AE..LNPALGSRV 164
NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVP..PPPSGEGQKDLKL 168
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NTDB id 1306 DR RS10060 WP 027479822.1 GERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAVP 252
NTDB id 37528 TRAD RS11635 WP 013178811.1 GELALTLGLITREQLEAALAQQARTGGLLGSILQEQGALSDVQLAELLAQQADLPFTADLRGARISERLASHLLRVDALQYRAVP 249
NTDB id 1028 TT RS08215 WP 011173991.1 GELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEE.ALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP 252
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NTDB id 1306 DR RS10060 WP 027479822.1 VDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFY.PQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPL 336
NTDB id 37528 TRAD RS11635 WP 013178811.1 YQEEADGLVVALADPRRADDLREIIRTPVRFVVAPESQVQALTDALYEHDKGRLGETLLQAGKLRREQLREALYEQQKRGRVRPL 334
NTDB id 1028 TT RS08215 WP 011173991.1 IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAY.PQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPL 336
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NTDB id 1306 DR RS10060 WP 027479822.1 GEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPPDPKVALMIPEATARRYVVVPV 421
NTDB id 37528 TRAD RS11635 WP 013178811.1 GDILVDLGFVSREDVQWALAEQRTRGGRLEDTLVQAGRISPEMLSRSLALQLGYAFVEENVQ.VDAAAVALVPEGAVRRYNVMPL 418
NTDB id 1028 TT RS08215 WP 011173991.1 GEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPH 421
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NTDB id 1306 DR RS10060 WP 027479822.1 RLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGEKGFE.KLNKELAERNKTQQSQEADLSVAD 500
NTDB id 37528 TRAD RS11635 WP 013178811.1 RVEGNTLTLAMKDPRHVFAIDDIRLLTG.....KEIRPAVATEETLIKLINRHYKSNENMEELAKAVLEEIGDQD.EIEDDSHLD 497
NTDB id 1028 TT RS08215 WP 011173991.1 RLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAELS.EIAKEFAK.KQAEE.EVPSPLELD 503
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NTDB id 1306 DR RS10060 WP 027479822.1 ESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGS 585
NTDB id 37528 TRAD RS11635 WP 013178811.1 DTALVKVVNNIIREAVFNDISDIHIEPYPDKVLVRVRKDGALREYMSLPRGVAGAVAARIKIMGRLNIAERRLPQDGRVRFKDKN 582
NTDB id 1028 TT RS08215 WP 011173991.1 ESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGA 588
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NTDB id 1306 DR RS10060 WP 027479822.1 IDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTT 670
NTDB id 37528 TRAD RS11635 WP 013178811.1 LEVDLRLSTLPTVYGEKVVMRLLKRASAIPDIEQLGFADYNFERFTDTIQKPYGIFLITGPTGSGKSFTTFSILKRIATPDVNVT 667
NTDB id 1028 TT RS08215 WP 011173991.1 IDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQ 673
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NTDB id 1306 DR RS10060 WP 027479822.1 TIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMG 755
NTDB id 37528 TRAD RS11635 WP 013178811.1 TVEDPVEYEIPGINQTQVNVKAGLTFASALRAFLRQDPDVIMIGEIRDTETAKIAVEAALTGHLVIATLHTNDATGAVTRLAEMG 752
NTDB id 1028 TT RS08215 WP 011173991.1 TIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMG 758
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NTDB id 1306 DR RS10060 WP 027479822.1 IENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRT 840
NTDB id 37528 TRAD RS11635 WP 013178811.1 VEPFNISASLLGVLAQRLVRKVCAACRVAYTPDVDTLRRLGLAPEALQGATLYRGVGCTQCGGSGYNGRHAIHELFTVDAAAQRA 837
NTDB id 1028 TT RS08215 WP 011173991.1 VEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHA 843
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NTDB id 1306 DR RS10060 WP 027479822.1 IGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 37528 TRAD RS11635 WP 013178811.1 IVQGRSSSELKELAV.AAGMKTLRDDGVFKALAGITTLEEVLARTTD 883
NTDB id 1028 TT RS08215 WP 011173991.1 IVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
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