
logo

MTLPM
S
P
T
A
P
A
Q
A
M
N

D
H
P
M
A
I
N
P
T

D
E
H
N
T

P
L
A
L
M
Q
S
T

D
K
A
P

P
W
LLKTALLNRSACLQRFMVLTKPQRGI

LGAGPKQVRTKRMVILEGKNLAENRKVLQRLERKSAEKRHDEVWFDPGSTDFLPAAEGNSAELNSAFILMACFLVADQLAYDPSAKSTLEVGTDEFQALEKQRREELQRVAFLMEPGVWLDGNPTAEPSWKRSLQI
L
V
A
A
Q
E
R
A
T

A
W
I
F
G
K
S
V
W

A
G
Q
R
N

A
H
P
V
F

E
K
L
R
D

H
K
A
P

A
D
K
E
A
F
G
W
E

V
I
E
K
R
A
D

A
T
Q
R

C
D
A
A
E
A
E
RE
L
L
N
Q
T
R

A
N
R
W
A
K
L
V
R

E
S
A
Q
S
A
E

A
E
R
S

NTDB id 1037 TT RS09535 WP 011174226.1 .............MDPLALALLPGIGPKRLLEVLKAED........PLGFLRERFP.......EAWRHLPEAEAQAERERRRAEA 57
NTDB id 37524 TRAD RS08170 WP 013178135.1 ........MPPTPSPLLALAFTPGLGPRKLKALLEHFGDAASLADASAGALREVEGVGPKLAQTIVAFRAEGERRAAEERARAER 77
NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGGAKAAEEAR..AELNKAAE 83
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .........MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLE.EAGLPSWLAQTIKNFDPDFIKTD..LNWLSSS 73
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NTDB id 1314 DR RS00625 WP 010886768.1 RGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVLIVSGLARG 168
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ENHHILTWDSPYYPALLKEIADPPFILYAKGELSALT.......QPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALG 151
NTDB id 1388 A4U84 RS04945 WP 062924099.1 DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLS.......LPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAIG 149
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NTDB id 1037 TT RS09535 WP 011174226.1 IDREAHLGALEAGG.....RTLGVLGSALDRVYPPENRPLAQR.....MDLLSEFPFGTGPKPEFFPRRNRLIAGLCRAVVVVEA 209
NTDB id 37524 TRAD RS08170 WP 013178135.1 VDTAAHEGALEAAPG....ATVAVLGSGVDRPYPAQNARLARRIADGGGAVVSEYRLGTPPRAEHFPGRNRIISGLARGVLVVEG 242
NTDB id 1314 DR RS00625 WP 010886768.1 VDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGR.....MVVVSEYPLGTGPAQHHFPSRNRVIAALSAGVLVVEG 248
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 IDGFCHQRAANENG.....ITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIEA 229
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NTDB id 37524 TRAD RS08170 WP 013178135.1 GVTSGALITAEFALEEGRTVFAVPGRARDPRAAGPLELLKQGAVLTERADDILSEL....GWRRAPSAPPK.............. 309
NTDB id 1314 DR RS00625 WP 010886768.1 ERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTEL....NWGLAPAPAVP.............. 315
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEH....HQFTSN............... 296
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