
logo MMLMSQRWFLTI LSKKLNI
L
F
K
P
S
C
F
I
Q
P
P
L
V
I
F
H
YLATSVYFLAVLVLALWALYFYCAVIHFTSFSVYANSLYPLLTAML ILLGLFFVSFLL ILVACSVL IFGLI LVARQQFGKTVLPFWLRKKSTYALYGLPKLMVI

L
A
P
V
I
L
I
L
C
I
G
V
I FAGLVFFWFGLVLYF IQKNSVWLQSWQEISRQ

NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILF....ICSILLA....LFRKYYLMIPILIVFAVFFLLINSLSIR 70
NTDB id 375210 FPT06 RS02380 WP 013730322.1 .MSRLSKLPCQPVHLAVLAVAAYFAVHSFSLLTM.GLFSLLLAVFGVRQGKTVFLKTLPLLALCG...LFFGYQKVQWER 75
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFI.QF...PWKSAGKVLIICGIFGFWFLFQNWQQSQ 76
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFI.QF...LWKSAGKVLVICGIFGFWFVFQNWQQSQ 76
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFI.QF...PWKSAGKVLIICGIFGFWFVFQNWQQSQ 76
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFI.QF...PWKSAGKVLIICGIFGFWFVFQNWQQSQ 76
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFI.QF...PWKSAGKVLIICGIFGFWFVFQNWQQSQ 76
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFI.QF...PWKSAGKVLIICGIFGFWFVFQNWQQSQ 76
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NTDB id 596 KW2 RS08720 WP 021037686.1 DNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFD 150
NTDB id 375210 FPT06 RS02380 WP 013730322.1 ADQSATEQVTTVQVIPDTIDINGDSLSFRGRADGQTYQVFYKLTSQEEQTYFQKLTGLVQLEVEAEISLPAGQRNFKGFD 155
NTDB id 494 SM12261 RS04305 WP 000942409.1 ASQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFD 156
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFD 156
NTDB id 189 SPR RS04300 WP 000942407.1 ASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFN 156
NTDB id 223 SPD RS04540 WP 000942407.1 ASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFN 156
NTDB id 154 SP RS04735 WP 000942394.1 ASQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFN 156
NTDB id 264 KZH43 RS04200 WP 000942407.1 ASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFN 156
consensus ****************!!***!!!*!!!*!***!***!!***!*!**!****!*!**************!***!!!*!!

logo

D
YQ

K
AYLAKSTQNGIYRQQTI

V
L
K
T
NIQTKAQRTKIKTQKNS IVLEVQI

P
K
K
V
I
K
Q
S
G
N
S
F
W
N
D
L
V
I
F
G
D
E
W
NLHSNTSWLRRQKTAI

L
VVYWTVIQKNTNHFPAKDPMGSRDHNYMTGLLFLGDFHLSDKSTDFDNEQEMS

N
G
D
E
I
LYSSLG

NTDB id 596 KW2 RS08720 WP 021037686.1 DQKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLG 226
NTDB id 375210 FPT06 RS02380 WP 013730322.1 YQAYLKTQGIYRTVKITAIKKIVPVQSWNVFDWLSNWRRQALVYVKTNFPAPMSHYMTGLLFGDLDSDFDQMSDLYSSLG 235
NTDB id 494 SM12261 RS04305 WP 000942409.1 YQAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLG 236
NTDB id 522 SMSK321 RS04965 WP 000942453.1 YQAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLG 236
NTDB id 189 SPR RS04300 WP 000942407.1 YQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLG 236
NTDB id 223 SPD RS04540 WP 000942407.1 YQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLG 236
NTDB id 154 SP RS04735 WP 000942394.1 YQAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLG 236
NTDB id 264 KZH43 RS04200 WP 000942407.1 YQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLG 236
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NTDB id 596 KW2 RS08720 WP 021037686.1 IIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLV 303
NTDB id 375210 FPT06 RS02380 WP 013730322.1 IIHLFALSGMQVGFVIDKFRWILLRLGLTKETVDKLQIPFSLVYASLTGFSVSVVRSLVQKILGNLGLRKLDNFAVTVFV 315
NTDB id 494 SM12261 RS04305 WP 000942409.1 IIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 189 SPR RS04300 WP 000942407.1 IIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 223 SPD RS04540 WP 000942407.1 IIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 154 SP RS04735 WP 000942394.1 IIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 264 KZH43 RS04200 WP 000942407.1 IIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
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NTDB id 596 KW2 RS08720 WP 021037686.1 LMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFM 383
NTDB id 375210 FPT06 RS02380 WP 013730322.1 CLLILPRFLLTAGGVLTFTYAFLLTVFD..FEDLGQVKKAAVESLSISLGILPVLMTYFYAFQPLSILLTFAFSFVFDVL 393
NTDB id 494 SM12261 RS04305 WP 000942409.1 LFIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLV 393
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LFIIMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLV 393
NTDB id 189 SPR RS04300 WP 000942407.1 LFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLT 393
NTDB id 223 SPD RS04540 WP 000942407.1 LFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLT 393
NTDB id 154 SP RS04735 WP 000942394.1 LFIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLV 393
NTDB id 264 KZH43 RS04200 WP 000942407.1 LFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLT 393
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NTDB id 596 KW2 RS08720 WP 021037686.1 LLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIF 463
NTDB id 375210 FPT06 RS02380 WP 013730322.1 LLPGLSVIFLLSPIVKITWVNGFFVFMEKIIVWVADLGLRPWILGKPSELVLLLLLVSLFLLYDFHRRKKWLLGLSLVLA 473
NTDB id 494 SM12261 RS04305 WP 000942409.1 FLPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLIT 473
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FLPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLIT 473
NTDB id 189 SPR RS04300 WP 000942407.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLIT 473
NTDB id 223 SPD RS04540 WP 000942407.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLIT 473
NTDB id 154 SP RS04735 WP 000942394.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLIT 473
NTDB id 264 KZH43 RS04200 WP 000942407.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLIT 473
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NTDB id 596 KW2 RS08720 WP 021037686.1 LFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHIDQ 541
NTDB id 375210 FPT06 RS02380 WP 013730322.1 LLFFITKHPLENEVTVVDIGQGDSIFLRDMRG.RTVLIDVGGRVDFAA.KEAWQERSRQANAERTLIPYLHSRGVDRIDS 551
NTDB id 494 SM12261 RS04305 WP 000942409.1 GLFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQ 552
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GLFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQ 552
NTDB id 189 SPR RS04300 WP 000942407.1 GLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQ 552
NTDB id 223 SPD RS04540 WP 000942407.1 GLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQ 552
NTDB id 154 SP RS04735 WP 000942394.1 GLFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQ 552
NTDB id 264 KZH43 RS04200 WP 000942407.1 GLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQ 552
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NTDB id 596 KW2 RS08720 WP 021037686.1 LILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNND 621
NTDB id 375210 FPT06 RS02380 WP 013730322.1 LVLTHTDTDHVGDVLEVAKQVQIGRIYVSPGSLTVPDFVATLKEINVPVHVVEVGERLPIFDSYLEVLYPDGTGDGGNND 631
NTDB id 494 SM12261 RS04305 WP 000942409.1 LILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYED 632
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDD 632
NTDB id 189 SPR RS04300 WP 000942407.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
NTDB id 223 SPD RS04540 WP 000942407.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
NTDB id 154 SP RS04735 WP 000942394.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
NTDB id 264 KZH43 RS04200 WP 000942407.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
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NTDB id 596 KW2 RS08720 WP 021037686.1 SIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQET 701
NTDB id 375210 FPT06 RS02380 WP 013730322.1 SIVLYGRLLKTNFLFTGDLE.QGELDLIESYPNLPVDVLKAGHHGSKGSSYPEFLDHIEAKIALVSAGENNRYKHPHQET 710
NTDB id 494 SM12261 RS04305 WP 000942409.1 SLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQET 712
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQET 712
NTDB id 189 SPR RS04300 WP 000942407.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQET 712
NTDB id 223 SPD RS04540 WP 000942407.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQET 712
NTDB id 154 SP RS04735 WP 000942394.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQET 712
NTDB id 264 KZH43 RS04200 WP 000942407.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQET 712
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NTDB id 596 KW2 RS08720 WP 021037686.1 LETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR. 736
NTDB id 375210 FPT06 RS02380 WP 013730322.1 LERFDSRNIQVYRTDQQGAIRFRGW.REWRIETVRR 745
NTDB id 494 SM12261 RS04305 WP 000942409.1 LTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG. 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR. 746
NTDB id 189 SPR RS04300 WP 000942407.1 LTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 223 SPD RS04540 WP 000942407.1 LTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 154 SP RS04735 WP 000942394.1 LTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 LTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
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