
logo

MK
M
A
D
K
T
N
Q
S
T
L
PPL

M
K
L
P
L
N
T
V

F
Y
A
H
Q
R

W
Y
Q
KAGI

R
D
N
K
S
R
A
N
Q
SGKQRKLMVSEAGDQTVI

M
L
Q
EAEIPRDTSEQLAIRDEITAVKRAADLRADKLLKREKDKRQDHGI

L
F
L
Q
V

I
P
T
V

A
K
N
T

E
K
L
V
I
A
V
K
E
P
K
G
K
P
G
K
R
S

T
V
KGLHQADEVKR I

L
S
PALFWLADLSRKLVEGNTGHKRGRKI

V
P
G
K
N
T

Q
S
L
A
R
KDLVIATI

V

NTDB id 37521 TRAD RS03805 WP 013177270.1 ........MPLYAYKARDRSGRLVEAVMEAPTQRDVALALREKDLLPTEIAPPKTGLHADVKLPAWLSVGGKPNLRDVTV 72
NTDB id 1029 TT RS02230 WP 011228203.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPAL...ERGPGLKDLAI 69
NTDB id 1252 GCO85 RS07730 WP 011213805.1 .MDKNSPPLLTFHYQGINKAGQKMEGDIQARSLAIAKADLRKQGIVTNKVVKKRK........PLFDRKNKKITQADITV 71
NTDB id 1169 A1552VC RS11075 WP 000648511.1 MKATQTLPLKNYRWKGINSNGKKVSGQMLAISEIEVRDKLKDQHIQIKKLKKGSV........SLLARLTHRVKSKDITI 72
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NTDB id 37521 TRAD RS03805 WP 013177270.1 FSRQFATVINAGLPVVQSLAILQRQAEKDALKEALKRIREEVETGTPLSEALAKHPKLFGRLYVYLVRAGEASGNLDSIL 152
NTDB id 1029 TT RS02230 WP 011228203.1 FSRQLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKH.KIFSRLYVNLVRAGETSGGLDLIL 148
NTDB id 1252 GCO85 RS07730 WP 011213805.1 FSRQLATMIESGIPLVQAFDIVAKGQSNKRLKDLIETIKHDIETGLTLAESLIKHPLYFNELFCNLVDAGEKSGSLDIML 151
NTDB id 1169 A1552VC RS11075 WP 000648511.1 LTRQLATMLTTGVPIVQALKLVGDNHRKAEMKSILAQITKSVEAGTPLSKAMRTASAHFDTLYVDLVETGEMSGNLPEVF 152
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NTDB id 37521 TRAD RS03805 WP 013177270.1 ERIALYQEKQAALRGKLRSALTYPTVVLLIALGVTYFLLTGIVPQFAGILTQLGGELPLMTRVLIAISDFLRGQWWLLLL 232
NTDB id 1029 TT RS02230 WP 011228203.1 DRLASFLEKELELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSDLLRAATLPLLL 228
NTDB id 1252 GCO85 RS07730 WP 011213805.1 DKVATYKEKIEIIKKKIKKALTYPIAVMVVALLVTAGLLIYVVPQFESLFKGFGADLPAMTRAVITMSEFMQAYWYIIFG 231
NTDB id 1169 A1552VC RS11075 WP 000648511.1 ERLATYREKSEQLRAKVIKALIYPSMVVLVALGVSYLMLTMVIPEFESMFKGFGAELPWFTQQVLKLSHWVQAYSLWAFI 232
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NTDB id 37521 TRAD RS03805 WP 013177270.1 LAVGGVVGLGAFY.RTARGRRAIDGALLKAPVLGKLVQKTAIASFSSTFGLLLKSGVNILEAIDITKGTAGNAIVEDVLE 311
NTDB id 1029 TT RS02230 WP 011228203.1 LAVALFFAYRWYY.GTPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVE 307
NTDB id 1252 GCO85 RS07730 WP 011213805.1 ALGGVVYSFFYAKNHSLEFAQTIDRVMLKLPVIGPILEKAAIARFARTLSITFAAGLPLVEALKSVAGATGNIIYAKATD 311
NTDB id 1169 A1552VC RS11075 WP 000648511.1 AIAAAIFGLKALRKNSFQIRLKTSRLGLKFPIIGNVLAKASIAKFSRTLATSFAAGIPILASLKTTAKTSGNVHFETAIN 312
consensus *** ******** * **** *****!**!**!*** ! **!*!**!**** * !******* ** ***!!********

logo

A
K
E
I
V
A
R
Y
K
E
G
L
R

A
D
E
K

I
T
V
A
Q
A
Q
R
TGDEMQPQLMF

N
S
Y

I
L
A
T
L
M
A
L
A
E
Q
R

H
R
N
P
T
E
F
H
K

A
L
VFPENPLMVAILSQSMVMAIGEESTGQAVLEDADKTMMLENSKVASTDI

FYEEFREVDNENTAVAEDANSLGSTKSAI
L
A
I
LEP I

L
L
M
I
M
I
I
S
V
I
FLGGITVI

L
VVGFMG

NTDB id 37521 TRAD RS03805 WP 013177270.1 EAKGAVQRGEQMSLTLLARPKVFPPLVASMVAIGEETGAVDAMMEKVASFYEREVNEAVESLTAALEPLLIVFLGGVVGF 391
NTDB id 1029 TT RS02230 WP 011228203.1 AAKLKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGM 387
NTDB id 1252 GCO85 RS07730 WP 011213805.1 KIREEVATGQQMFIAM.ENTHLFPNMVIQMVAIGEESGALEKMLSKVADFYEEEVNNAVDALSSLLEPIIMSILGILVGG 390
NTDB id 1169 A1552VC RS11075 WP 000648511.1 EVYRDTAAGMPMYIAM.RNTEAFPEMVLQMVMIGEESGQLDDMLNKVATIYEFEVDNTVDNLGKILEPLIIVFLGTVVGG 391
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NTDB id 37521 TRAD RS03805 WP 013177270.1 IVAGMFLPMFAIIGQLGG. 409
NTDB id 1029 TT RS02230 WP 011228203.1 IVAGMFLPLFKIIGTLSVQ 406
NTDB id 1252 GCO85 RS07730 WP 011213805.1 LVVAMYLPIFKLGSAV... 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 LVVAMYLPIFNLMSVLG.. 408
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