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NTDB id 375169 FP433 RS00320 WP 265483760.1 MINNVVLVGRLTRDPDLRTTGSGISVATFTLAVDRNYTNSQGERQTDFINCVIWRKAAETFANFTSKGSLVGVEGSIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 375169 FP433 RS00320 WP 265483760.1 SYDDKDGKRVYVTEVIVSDFSFLESRRERENRQANGG..GYPQPTPSTN.....QPNTNNFGGNTAPGTGNNGASAPQPQ 153
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQT..GNAPAANNTQA 151
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNN..QRRNQGNSFND 153
consensus *!****!*!!*!!!!*** ***!!** ***** ** *** ** * * * * !***** ** *** *

logo DPFADNDNSNGEKQAPS IDI SDNDDLPF
NTDB id 375169 FP433 RS00320 WP 265483760.1 DPFADSNESIDISDNDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 DPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 DPFANDGKPIDISDDDLPF 172
consensus !!!!* * !!!!!*!!!!
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