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NTDB id 530 SMSK321 RS09230 WP 000738643.1 MKKMM.TFLKKAKVKAFTLVEMLVVLLIISVLLLLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSLDKNEDASLSKLQ 79
NTDB id 375158 FP432 RS03540 WP 265489472.1 MKRLKNRLKKNETVKGFTLIEMVIVIAIIAILILLIVPSLTKQKERAENRTDEAFRSTLQTQVELADDKNI...TLEALN 77
NTDB id 619 LCA RS06470 WP 011374999.1 .........MKKKRKAFTLIEMVVVLAIIALLILLVAPNLGAQKQRAEKKTDQALVTTLQTQVELASDEIGHQIKSLDEL 71
consensus **** ** **!*!!!*!!**!**!!**!*!!**!*!**!!**** *** !*******!*!!**** ** **
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NTDB id 530 SMSK321 RS09230 WP 000738643.1 ADGRITEEQAKAYNEYYAK.NGGANRKVND 108
NTDB id 375158 FP432 RS03540 WP 265489472.1 KEGYISNRQLEKANEKGITIVNGHVTEAKK 107
NTDB id 619 LCA RS06470 WP 011374999.1 TDKYISKDQLKHAKEKGITIEGGTVKQK.. 99
consensus ***!* *!** **!***** *! **
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