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PQQYVLFDQYLFLTSPCSLLCDE IGMTKRREQKFYGSVLCQKSECWQEQLPWLKQSTI EQRNQDQQSVLVACHYHAYP IDNR I IQQFKYEQKLHHYQ

NTDB id 375102 FPL17 RS16185 WP 032864339.1 MFKRLGISAQQVFDYFTPCSLCDIGMKRQFGVCQSCWQQLPWLKQSIERNQQQVLVACHYHYPIDRIIQQFKYEQKLHHQ 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 MFKF..LNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQ 78
NTDB id 1071 ABD1 RS15375 WP 000472269.1 MFKF..LNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQ 78
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TLLNAGELVLLQQLKLFPKVHQAIVPMP I S IKDQRLTERGFNQASLLLSAKNALLGSKSQLNKVIPVWQPVQRLANQEHSQKGLSRLERLFEDNI EQQF IV

NTDB id 375102 FPL17 RS16185 WP 032864339.1 RLLNGLLLQLKLPKVHAIVPMPISIDRLTERGFNQALLLSKALSKSLNVPVWQPVQRLAQHSQKGLSRLERLEDIEQQFI 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 TLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFV 158
NTDB id 1071 ABD1 RS15375 WP 000472269.1 TLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFV 158
consensus *!!***!*!!!*!!!*!!!!!!!!**!!!!!!!!!*!!!***!*!*!**!!!!!!!!!**!!!!!!!!!!!*!*!!!!!*

logo AALPTPQNEKNQI
RRYRKRVL I IDDVLITTGSS I SHALSKQVALTKQLGCQTQS IYHSAASCVLAAAQSNSPTAS IYNSLDFADTMESQFLSLRVP IK

NTDB id 375102 FPL17 RS16185 WP 032864339.1 AAPPNQIRYRKVLIIDDVLTTGSSISALSKVLTQLGCQQIYSACVAAAQNPAINSLDFADTMESQFLSLRVPIK 234
NTDB id 1042 H0N27 RS01930 WP 000472273.1 ALTQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY..................... 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 ALTQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY..................... 211
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