
logo MKMHKQTQQRGASTL I IVVLMI LVLLMIMTI
VVGTLAIRQS I SSLKLMVSNHNQI

MQAI LLALQNASDATALMYFQDNPSVNTQTQTNTLAASAPDNGVVGNFYFKRNEN
NTDB id 375101 FPL17 RS15860 WP 159886106.1 MMHTQRGSTLIVVLMIVLMITIVGTLAIRQSISSLKLVSNHQMQILLAQNADTALMYFQDPSTQQNLASANGVVGFFKNE 80
NTDB id 1004 ACIAD RS15015 WP 004923837.1 MKKQQQGATLIIVLMILLLIMVVGTLAIRQSISSLKMVSNNQIQALLLQNSDAALMYFQNPVNTTTLAAPDGVVNYFRNN 80
consensus ! * ! ! !!!*!!!!*!*! *!!!!!!!!!!!!!!*!!!*!*! !! !! ! !!!!!! ! !! * !!! *!*!

logo

N
SNKNNTAQELVFTCFNSGKTDPFARLGVKRAMGTYRVLNNSSGSKTFVDEPLATNGQAGASCKADPNNAANDKSTATDSAQSGSGRKNQVVTQVYIKTKREVASSSTANNTAQPFA

NTDB id 375101 FPL17 RS15860 WP 159886106.1 NNKNAELVFCFSGTDPFALGKAGYRLNSSTFEPLATNGGACKADPNNAANDTASQSSGRKQVVTQVYIKREA.SATAPFA 159
NTDB id 1004 ACIAD RS15015 WP 004923837.1 SNNTQELVTCFNKTDPFRLVRMGTVNSSGKVD....NQASC.........KSTDASGGRNQVVTQVYITKVSSTNNQPFA 147
consensus ! !!! !! !!!! ! * ! ! *****! * !********* * ! !! !!!!!!!! * ** !!!

logo DLASRGTDE I
V
L
T
G
TAKTENSNS IVRLRLVTYSVVSVLMQTGFL ILSTSDADLAFNTADNDIKKGCLNTKS ISDNNGAANDNAVAVSTCLKSQNETEQKQAP I

LYNS ISQVAEY
NTDB id 375101 FPL17 RS15860 WP 159886106.1 DLSRGTEVLGAKTENNIRLRVYVVSVMQGLLTSDALFTADNDIKKGCLTKSIDNNGANDVATCLKQNTEKPIYSIQVAEY 239
NTDB id 1004 ACIAD RS15015 WP 004923837.1 DLARGTDITTAKTESSVRLRLTSVSVLTGFISSDDLAN........CLNKSS.....ANAVSCLS..EQQALYNSQVAEY 212
consensus !! !!!** !!!! *!!!* !!!* ! **!! ! ********!! !! ***** *!! ** **! !!!!!

logo RFLSDFEPPSQSS
NTDB id 375101 FPL17 RS15860 WP 159886106.1 RFLSDFEPSSS 250
NTDB id 1004 ACIAD RS15015 WP 004923837.1 RFLSDFEPPQ. 222
consensus !!!!!!!!* *

X non conserved

X similar

X ≥ 50% conserved


