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NTDB id 1007 ACIAD RS15000 WP 004923844.1 MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANASLAGL...GNAASY 77
NTDB id 375099 FPL17 RS15840 WP 159886100.1 MNYKNGFTLIELMIVVAIVAILAVIAYPSYQEYVKRTKRTDAQSEMMMIAHTLSQFKVTRGTYTSAALTGSFGVYGSTVT 80
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ..MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATI..QSIYGSNVS 76
consensus * ***!!!!!!*!!!!!!**!!!*!!*!!!**!*** !***!!!** ****! **!*** ! **** * **** **

logo PKLVQSTGKTPAFLYDTLANTFLATVTDLSDNTADNQSGTYWTVLTATPKIAISNSTMSQVAGNDGSI IVCLNDQYDLQGQKCFWAISKAGSATADSCASTPLSSANSTTSNSTWTDEGR
NTDB id 1007 ACIAD RS15000 WP 004923844.1 PVTGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATACSLSSNSTWDGR 144
NTDB id 375099 FPL17 RS15840 WP 159886100.1 PKSGTPLYDLTLTT..TASTWTLTATPKISTSQVGDGSIVLNYLGQKCWIKGS.SCTPSATTNWDGR 144
NTDB id 1062 ABD1 RS15720 WP 000788345.1 PLQGKALYTLAFTTL.NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATDCALSASSSWTE. 141
consensus !**!***!*! *** ****!!!!!* *!*!*!*!*!*!! !!!*! !*** !**!****!***
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