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NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITL. 79
NTDB id 375098 FPL17 RS15835 WP 159886098.1 .MIKMDLHVNRGFTLIELMVVVVIVAIFAAIAIPSYQHFTRRAIAAQAQQEIQKIAEQLERHKSKNFTYKGFNARYLYPT 79
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
consensus *** **!!!!!!!!!!*!!*!!!!*!!!!!!! **!!* ** !**!**!*!!!!!***!*!!*!*!! *****

logo

K
PSGSPQRTLVADKSFDSSTKTQI

T
L
V
Q
SLPLDESTAPSRNGPTGKTYI

T
L
I
A
Q
T

V
I
L
T
VDDGTSTNTANTGNNPLLTANSASTANSSAEINGQGSTWAVITKAI

M
T

T
S
A
S
TDI

N
S

K
N
RNYFNSLF ILVALKTSNTSGFLMS

RCQKNSTI
K
LTAPWAT

NTDB id 1064 ABD1 RS15725 WP 001046490.1 ......................PRGGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLTAT 137
NTDB id 375098 FPL17 RS15835 WP 159886098.1 PSSPRVDSFDSSTQTLSLPLESANPTYIITILDGSNANPLLTASSSEGQSWVITAISSDIKNFSFVLTSSGMRCKTITPT 159
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKTWA 155
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 AVDNDCGGT..VTCNVCETNSENWQ 160
NTDB id 375098 FPL17 RS15835 WP 159886098.1 NININPGSSTPPAKVECGAGSEDW. 183
NTDB id 1006 ACIAD RS15005 WP 004923843.1 NIS..........SSSCGTGSESW. 169
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