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NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRL 77
NTDB id 375048 FPL14 RS13960 WP 182303567.1 .MLNRVILIGRLTKDPELRYTPAGVAVTQFTLAVDRAFSGNKEER..EADFIPIVTWRQLAETCANYLRKGRLAAVEGRI 77
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRL 77
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRI 77
consensus **!*!*!*!!!**!***!!** !*!!* ***!******* *** **********!* !!* *****!!*!****!!*
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NTDB id 1103 NMB RS07590 WP 002212976.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGAP..YEEGYG...............QSQEAYQRPAQQSRQPASDA 143
NTDB id 624 LCA RS00040 WP 011373726.1 QTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS..NG.......SQQSGFTSPQQTGNAPAAN. 147
NTDB id 375048 FPL14 RS13960 WP 182303567.1 QVRNYENNEGRRVYVTEVIADNVRFLESANREGGGQG..REEGFGGNPGASGG.G.YGGG........NRSSGSR..NS. 142
NTDB id 113 BSU 40900 NP 391970.1 QTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG..GYN.....EGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGN. 149
NTDB id 112 BSU 36310 NP 391512.2 QTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................ 113
consensus !*!*!****! ********** ***** ** ** * * * * *
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 624 LCA RS00040 WP 011373726.1 ..NTQADPFA......NNGQAIDISDDDLPF 170
NTDB id 375048 FPL14 RS13960 WP 182303567.1 ..GSSNDPFA......DDGRPIDISDDDLPF 165
NTDB id 113 BSU 40900 NP 391970.1 ..SFNDDPFA......NDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............................... 113
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X non conserved

X similar

X ≥ 50% conserved


