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NTDB id 583 DLJ51 RS09560 WP 002962590.1 MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQDGERQADFVNVVFWGKLAESLVSYAGKGSLVSLDGEIRTR 80
NTDB id 375027 FPL13 RS07535 WP 106388308.1 MINNVVLVGRMTRDAELRYTPQNQAVATFTLAVNRNFKNQSGEREADFINVVIWRQQAENLANWAKKGALIGITGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 HYEK.DGQTHYVTEILAQSFQLLESRAQRALRENN.GAS......................................... 117
NTDB id 375027 FPL13 RS07535 WP 106388308.1 NYENQQGQRVYVTEVVADNFQLLESRTSREGQSSGSYTSNNFGNS.............SSNFGNSTSV.NQVPNFSRDEN 146
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQ.GDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNTQAD 152
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.G.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDD 154
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
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PFGANDNLTGKNQTADPLMIVDLI ESEDEDEDLPF
NTDB id 583 DLJ51 RS09560 WP 002962590.1 ....DLTDLVLEEEELPF 131
NTDB id 375027 FPL13 RS07535 WP 106388308.1 PFG.NTNPMDISDDDLPF 163
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 .................. 113
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