o8 KRV IVVVL IVIAVN I LLE | | KRVTKRCCTVE RGN LIRS QSQK\ER = YKLTAQ\/[p D \/Ag\. >'r ;su.\. SXYIS:LA

NTDB id 374809 F0269 RS10150 WP 003585566.1 46
NTDB id 358 SMU RS01425 WP 002263523.1 80
NTDB id 421 SGO RS10260 WP 012131060.1 36

NTDB id 511 SMSK321 RS10730 WP 000668322.1
NTDB id 483 SM12261 RS00275 WP 000668315.1

. RPQVDQMDCGVASLAMVFGYYGSYYSLA 36
ARPQVDOMDCGVASLAMVFGYYGSYYSLA| 36

NTDB id 247 KZH43 RS00220 WP 000668290.1 36
NTDB id 206 SPD RS00235 WP 000668290.1 36
NTDB id 171 SPR RS00230 WP 000668290.1 36
NTDB id 131 SP RS00255 WP 000668284.1 36

consensus IR U0kt ok |

ANELACT AL e R T A LT ol V)

NTDB id 374809 F0269 RS10150 WP 003585566.1 |[sHR:ARNW:NGND (e nw:UReRIn A A VN0 A I H |28 00 S-S KADMTLFDLD P PF VHVLKBIGALLHY YV VIR :NKDITIRT DPDPH] 126

NTDB id 358 SMU RS01425 WP 002263523.1 FLREL KTREQIGTTALG V[HNAJ§Y GFETR IKADMTLFDF@YDLT PF |YHV K@EGJ LEHYYVVNGER] [ 160
NTDB id 421 SGO RS10260 WP 012131060.1 PLREAKTTIYDGTTALGLVKVAE[Y RFETRAKADM LFDLJX PF AH LK GKLLHYYVVTGQDK|sl THIADPDP 116
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDK[SIHIADPDPG 116

NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116

NTDB id 247 KZH43 RS00220 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 206 SPD RS00235 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 171 SPR RS00230 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 131 SP RS00255 WP 000668284 .1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116

consensus [ ey I N Y e gy I ey I R ey ey ey Ry ey W RN

i S L LU

NTDB id 374809 F0269 RS10150 WP 003585566.1 206
NTDB id 358 SMU RS01425 WP 002263523.1 S Q AL VT I IVGSYYLQEI Djayeetle
NTDB id 421 SGO RS10260 WP 012131060.1 SRERFE EWTG T FIBAPSPRIYKPE[NERKNGLLWFIP L KQ GLIWNIVLATLLVT INIVGSYYLQSIIDTY 196
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VKLTKLPRERFE\EEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 483 SM12261 RS00275 WP 000668315.1 VKLTKLPRERFEEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVT INIVGSYYLQSIIDTY] 196

NTDB id 247 KZH43 RS00220 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY R
NTDB id 206 SPD RS00235 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY R
NTDB id 171 SPR RS00230 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY R
NTDB id 131 SP RS00255 WP 000668284 .1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYEERIS
consensus ey NN N oy o I R R o Ry Ry Ry ol ey e NN N

(00 BS L SIELOO A YAGRYLLIVL RSN LY AL SEEATRTCEVORF IR

| [0 As I L v S¥=X =k N v e s i s 153
NTDB id 374809 F0269 RS10150 WP 003585566.1 iYY LQY L Y QN L MVLGQRLSIDVIL{Y H |ALPMSFF TRRTGEIVSRF DANISII 286
NTDB id 358 SMU RS01425 WP 002263523.1 PDQSTLG I IGL INYI QQ AEYLLVLRLIDVILSYIKH FLPMSFFATRRTGEISRFTDANII 320
NTDB id 421 SGO RS10260 WP 012131060.1 VPDM TLG ISIGL IVYILQQLSYAQEYLLLVLGQRLSIDVILSYIKHVFLPMSFFATRRTGEIVSRFTDANII 276

NTDB id 511 SMSK321 RS10730 WP 000668322.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 483 SM12261 RS00275 WP 000668315.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 247 KZH43 RS00220 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 206 SPD RS00235 WP 000668290.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 171 SPR RS00230 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 131 SP RS00255 WP 000668284.1 VPDQMRSTLGIISIGLVIVYIQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
consensus ] U0 sk Dok b D skokok |okok |ookok Dok D Lo DL DU D b Do Dok DO L L DOL LD b b Db DD bkl



JAASTILTHDs IS LFSAOLER w1 A ACFER o ARS8 EDIGE
N T L ! li'LL/\ LHNEEY SI¥s'r [
NTDB id 374809 F0269 RS10150 WP 003585566.1 Q
NTDB id 358 SMU RS01425 WP 002263523.1
NTDB id 421 SGO RS10260 WP 012131060.1 DALASTILSIFLDVSVII VLFSQN LFFTLL P YN IIFFMKPFEKMN TMEAN
NTDB id 511 SMSK321 RS10730 WP 000668322.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET
NTDB id 483 SM12261 RS00275 WP 000668315.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET
NTDB id 247 KZH43 RS00220 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET
NTDB id 206 SPD RS00235 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET
NTDB id 171 SPR RS00230 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET
NTDB id 131 SP RS00255 WP 000668284.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET
consensus NN Pt * Dxskokxk 1] I 1 ! RN 1 Pk sl Prrrrrrsertenld
L SESRTREROMLIACH skt AN L ALY DA SLAL TR
KXY W = T N /\L /\/\L vy VEs [ = s
NTDB id 374809 F0269 RS10150 WP 003585566.1 pRESIRNGIAKV S)E D EFVIN\YLKKSFEFNY A [(IRQNA K[ 1B L LNVY LWpMGANLVMEWKMSLGR T NE\LLE\YFTN
NTDB id 358 SMU RS01425 WP 002263523.1 IKSLTSESRYQIDEFVDYLKF IMOWALKMIYA L LNV\YILWNMG BILVMDIYKIS GQLIT NEWLLEYF N
NTDB id 421 SGO RS10260 WP 012131060.1 IKSLTSEQRYQKIDKEFVYLKKSFYR ESQKLKA L LNVIRILWHGANLVMDKMSLGQLITYNTLLVYFTN|
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN|
NTDB id 483 SM12261 RS00275 WP 000668315.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
NTDB id 247 KZH43 RS00220 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN,|
NTDB id 206 SPD RS00235 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN|
NTDB id 171 SPR RS00230 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN|
NTDB id 131 SP RS00255 WP 000668284 .1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN|
consensus NN ! R B R I * Pk Do DD D Dl oo D Do Do e 1 Pl bbb bl
o U LR RLAEI gL, 0 kY ADMSD N cache
= (= -S|— g = b"r% A IleEQ H an ké? HV
NTDB id 374809 F0269 RS10150 WP 003585566.1 NI)JRHIHID[¢/A TNV TDWASENQ e QDASRK ()
NTDB id 358 SMU RS01425 WP 002263523.1 P ENIINLQ KLQ ABRVANWRLNEVYLVRSEFE)QNEN B NSIIMIGDI FI BYKYG GRD.LSDINL I
NTDB id 421 SGO RS10260 WP 012131060.1 PLENIINLQTKLQ ARVANRRLNEVYLVIMSEFEEKKIN |ADL S|:838] Dy F VYKYGYG VLS I LIP
NTDB id 511 SMSK321 RS10730 WP 000668322.1 PLENIINLQTKLQTAQVANNRLNEVYLVSEFEEKKTVEDLSLMKG MTFKQVMYKYGYGRDVLSDINLTIPQGSKVAFYV
NTDB id 483 SM12261 RS00275 WP 000668315.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVYKYGYGRDVLDINLTIPQGSKVAFV
NTDB id 247 KZH43 RS00220 WP 000668290.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVISlYKYGYGRDVLSDINLT PQGSKVAFV
NTDB id 206 SPD RS00235 WP 000668290.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVIsIlYKYGYGRDVLSDINLT PQGSKVAFYV
NTDB id 171 SPR RS00230 WP 000668290.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVIslYKYGYGRDVLSDINLT PQGSKVAFYV
NTDB id 131 SP RS00255 WP 000668284.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVISIYKYGYGRDVLSDINLT PQGSKVAFYV
consensus N I A * %k * 5k ok ok K Ok K N ! o | okoskokok UEE
ST PR, selsh e ML LGOI AL A TR L
\A/\ =4 A\/DT L)\/ SND < | H E VS DA 1 \/ I =Y SN s
NTDB id 374809 F0269 RS10150 WP 003585566.1
NTDB id 358 SMU RS01425 WP 002263523.1
NTDB id 421 SGO RS10260 WP 012131060.1 .. Q
NTDB id 511 SMSK321 RS10730 WP 000668322.1 MSOGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA
NTDB id 483 SM12261 RS00275 WP 000668315.1 MBS ((GEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRA
NTDB id 247 KZH43 RS00220 WP 000668290.1 MNSOGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA
NTDB id 206 SPD RS00235 WP 000668290.1 MNS(GEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA
NTDB id 171 SPR RS00230 WP 000668290.1 MNSOGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA
NTDB id

consensus

131 SP RS00255 WP 000668284 .1 MNSOGEISLGSVNLNQIDKKALRQYINYLSQQPYVFNGTILENLLLGAKEGTTQEDILRA

366
400
356
356
356
356
356
356
356

446
480
436
436
436
436
436
436
436

526
560
516
516
516
516
516
516
516

606
638
594
594
594
594
594
594
594



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

374809 F0269 RS10150 WP 003585566.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

374809 F0269 RS10150 WP 003585566.1

358
421
511
483
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

ol

[HN]

RO AL

e R LNYTE{ 413 TRRMAML L

VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL AL
ENETTE ! NEIETEE PUL e b b b L ik b DL Lo DL L L r ] ! TH 11

WO

\ee s M

AHRLTTIAR\ TE[N VV DBIGE\IVE GNHA LLAJMNG YA LV 730

I3V V DQGKIVE GHY LLAMGF YFYLIgNP 760
TAHRLTIAER ENVVVLDQG IVEEGEHK L [BFAGFYSHLVNS 717
TAHRLTIAERTEKVVVL QGKIVEEGKHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
TAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
U * ok ok | P D0 Dok Dok Dok Dokokoskok 1ok | !

X non conserved
B similar
>50% conserved

|

686
717
673
673
673
673
673
673
673



