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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAP...VWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 374781 FPB55 RS18630 WP 144189000.1 MRTGMLALALGLLCLGFLPALPPDGWLWVLAACAGVCLF.....SRG..........WPLGCFLLGLCWASWSAQQALDD 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP.....FRW..........RPLAFFLFGLVWACLNAQWALDD 65
consensus !!********!** ! **!*!** **** *! *****! !* *!* ** !* !* * !!**!**

logo

V
RLPAAPVDAW

L
E
DGKRDTFILRWALTEGQRVVATVEGLPADEVRRTAEGHDAGVTVRFLEFLREADIAEIHRSSDARGHRDAAEGVLPPQSR I

L
V

Q
R
V
L
A
SWFYDGLGRSWHERQREAEAATDRRAGIPDEP I

L
V

Q
R
A
P
SG

NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 374781 FPB55 RS18630 WP 144189000.1 RLAAALDGRTLWLEGRVVGLPARTAHGVRFELEAARS.RRAELPQRLQVSWFDG....................PPVRAG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 374781 FPB55 RS18630 WP 144189000.1 EQWRLAVTLQRPAGLLNPHGPDREAQLLARRVGATGTVKAGQLLAP..............ASYGWRDSLRQRLLAVDANG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG 192
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 374781 FPB55 RS18630 WP 144189000.1 R.QAALVALVLGDGAGLAREDWQTLQATGTVHLLVISGQHIGLVAGLLYGLV.......AGLARWGLW..PARLPWLPSA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 R.AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIW..PQRLPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 374781 FPB55 RS18630 WP 144189000.1 CALAMGAALAYGWLAGAGVPVQRACLMLAVVLLWRLRFRHLGAFLPLLLALVAVLLVEPLAVLLPGFWLSFGAVATLVFC 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 374781 FPB55 RS18630 WP 144189000.1 FSAR..............LGAWRPWQAWTRAQWVIAIGLLPVLLAVGLPVSLSAPLANLVAVPWVSLAVLPLALLGTLLL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 374781 FPB55 RS18630 WP 144189000.1 PLGEAGEALLWLAGGLLDVLFRVLALVAQQRPAWVPPALPLWAWLLVCLGALLVLLPRGVP...LRGLGGVMLLAL.WVP 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 374781 FPB55 RS18630 WP 144189000.1 REPVPFGQVEVWQLDVGQGLAVLLRTRHHNLLYDAGPARGDY.DLGERVVLPTLRKLGVSHLDVMLISHAHADHAGGAGA 561
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 374781 FPB55 RS18630 WP 144189000.1 IQRGLPVERVIGGEAL..........DDVQLQPCASGEQWEWDGVRFSLWRWAQ......GRSSNDRSCVLLVEAQGERL 625
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 374781 FPB55 RS18630 WP 144189000.1 LLAGDMEAGAERAWLAATD..APRIDWLQSPHHGSRSSSSEGFMRATAPRGVLISRGRNNSFGHPHAQVVERYRRHGVVV 703
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 374781 FPB55 RS18630 WP 144189000.1 HDTAVQGALRLVLGGWGE..VEGMRGQRRFWRARGE............... 737
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFGG..ARRMRDEPRFWREK................. 741
consensus **!* !!* * ***** *** *!*!* * *

X non conserved

X similar

X ≥ 50% conserved


