
logo

MKF
M
E
M
N
F
M
I
G
M
T

D
K
I
R
N

F
YTSLPERKTRAKAMLDNQRAKECIVFILARSHEKRLSAEYQFLEMYVEAAHLSEGQHRYLFQEGYHASGNPSRTFNYI

L
G
ETSAEWHI

V
LLAILGALMAISVLTRENC I

T
E
V
H
Q

D
P
T
G
S
N
S
E
G
Y
C
N
G
K
S
L
V
I
N
A
A
E
Y
D
G

K
L
A
S

L
S
A
T
F
L
K
Q
A
T
N

A
E
G
D
M
L
F
Y

N
G
E
P

A
V
D
L
Y

D
G
R
E

A
V
I
S
M

E
R
S
H
D
D
F
K
S
R

I
E
L
D
L
Q
E
D
K
Y
I
D
Q
E
A
L
T
V

E
A
K
S
A
I
L
V
E
I
L
V
G
A
I
R
V
M
L
G
E
E
Q
K
L
K
Q
E
R
T

D
E
P
L
K
T
S
D
L
S
Y
H
S
N
V
E
Q
K
S
D
V
D
E
D
K
M
P
I
T
A
R
S
F
I

NTDB id 601 KW2 RS02615 WP 021036805.1 .......................................MLCQNCNINEA.................................TI 13
NTDB id 378 SMU RS02690 WP 002263569.1 .......................................MLCQNCKLNEA.................................TI 13
NTDB id 241 SP RS04015 WP 000882523.1 .......................................MLCQNCKINDS.................................TI 13
NTDB id 281 KZH43 RS03550 WP 000882517.1 .......................................MLCQNCKINDS.................................TI 13
NTDB id 245 SPD RS03860 WP 000882517.1 .......................................MLCQNCKINDS.................................TI 13
NTDB id 243 SPR RS03635 WP 000882517.1 .......................................MLCQNCKINDS.................................TI 13
NTDB id 37472 BSEL RS00525 WP 013171062.1 ..MMFGRFTERAQKVLSLAQEEASRLGHSNIGTEHILLGLIREGEGIAAKALKGLGLGADKIQDEVEKLIGVGEQ........PA 75
NTDB id 85 BSU 00860 NP 387967.1 ..MMFGRFTERAQKVLALAQEEALRLGHNNIGTEHILLGLVREGEGIAAKALQALGLGSEKIQKEVESLIGRGQE........MS 75
NTDB id 610 V4T04 RS10165 WP 012897346.1 MKFENIKYTPTLDRILEKAEEYAHQYQYGTIESAHLLAAMATTSGSIAYSLLAGMNVDSSDLLIDL........EDLSSHVKVKR 77
NTDB id 290 KZH43 RS10025 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYSQDETF 75
NTDB id 289 SPD RS10700 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYSQDETF 75
NTDB id 287 SP RS11210 WP 001109712.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYSQDETF 75
NTDB id 377 SMU RS09275 WP 002262344.1 ....MTDYSLKMQEVFRLAQFEAARFESSYLESWHVLLAMVEIDSSVAGLSFAEFEADVRFEDYQAAAILAIGKKPKSSSN..DI 79
NTDB id 297 STER RS00545 WP 011680614.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVTGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLSESDII 81
NTDB id 329 STU RS10020 WP 011225298.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVPGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLSESDII 81
consensus ** * * * * *** *** ** **

logo

G
M
Q
S
D
T
H
Q
T
E
L
I
V
R
L
Y
E
R
H
A
P
T

S
Y
Q
F
N

T
V
L
S
H
R
P
N
A
G
R
Q
A
K
L
E
K
Q
E
R
V
A
I
K
T
M
L
V
Q

M
F
L
I
A
T
E
Q
D
A
E
L
S
C
A
A
S
M
E
Q
A
E
F
G
D
Y
N
L
E
I
V
C
S
Y
A
I
R
Q
K
S

H
K
I
V
N
L
T
V

N
G
H
S
H
A
E
M
S
V
I
K

A
Y
E
V
K
S
L
T
V
D
G
G
S
P
T
Q
N
E
E
N
H
A
G
L
I
S
V
P
L
M
L
Y
F
N
G
K
A
A
H
M
F
I
L
G

G
I
M
L
N
Q
S
R
H
L
T

A
N
Q
V
E
H
D
E
P
Q
K
S
G
L

E
D
N
S
A
L
G
N

F
N
S
M
V
L
R

G
S
V
D
A
D
L
A
C
T
E
Q
R
V
L
I LKNELNVRVLAGVFHQSALYNEKKDADKGPRSKEIQDFSNKDQI

V
P
F
N
L
K
R

L
Q
F
I
D
N
V
I
A
L
G

S
A
D
I
F
L
L
F
R
S
K
G
N
R

A
E
V
S
N
D

I
N
S
L
D
Q
N
E
G
K
T
E
R
N
Q
Y
N
R
F
T
R
A
A
D
P
G
F
L
W
S

K
N
T
S
G
V
K
R
N
A
P
Q
E
A
E
D
I
S
T
L
N
P
K
K
N
Q
P
A

NTDB id 601 KW2 RS02615 WP 021036805.1 HLYTSVNGQKKQIDLCQNCYQI...MKSGGQEALFGAGNASNGNSDE............PFNP.FNDIFSALQGQ.DFNGAASNQ 81
NTDB id 378 SMU RS02690 WP 002263569.1 HLYANVNGQQKQIDLCQNCYQI...MKTDPENGPLNHLSQQNSSS...............INPFFDDFFGDLNNFRAFNNQDLPN 80
NTDB id 241 SP RS04015 WP 000882523.1 HLYTNLNGKQKQIDLCQNCYKI...IKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNFRPSSN..TPP 77
NTDB id 281 KZH43 RS03550 WP 000882517.1 HLYTNLNGKQKQIDLCQNCYKI...IKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNFRPSSN..TPP 77
NTDB id 245 SPD RS03860 WP 000882517.1 HLYTNLNGKQKQIDLCQNCYKI...IKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNFRPSSN..TPP 77
NTDB id 243 SPR RS03635 WP 000882517.1 HLYTNLNGKQKQIDLCQNCYKI...IKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNFRPSSN..TPP 77
NTDB id 37472 BSEL RS00525 WP 013171062.1 GQVHYTPRAKKVIELSMDEARKLGHSYVGTEHILLGLIREGEGVAARVLNNLGVSLNKARQQVLQL..LGNSDN..G........ 148
NTDB id 85 BSU 00860 NP 387967.1 QTIHYTPRAKKVIELSMDEARKLGHSYVGTEHILLGLIREGEGVAARVLNNLGVSLNKARQQVLQL..LGSNET..G........ 148
NTDB id 610 V4T04 RS10165 WP 012897346.1 STLRFSPRAEEVMTAASFLAIHNNSEAVGTEHLLYALLQVEDGFGLQLLKL.........QKINIVSLRKELEKRTGLKVPESKK 153
NTDB id 290 KZH43 RS10025 WP 001109677.1 TELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEERAGWTREDLKA 160
NTDB id 289 SPD RS10700 WP 001109677.1 TELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEERAGWTREDLKA 160
NTDB id 287 SP RS11210 WP 001109712.1 TELPFSRRLQVLFDEAEYVASVVHAKVLGTEHVLYAILHDSNALATRILERAGFSYEDKKDQVKIAALRRNLEERAGWTREDLKA 160
NTDB id 377 SMU RS09275 WP 002262344.1 MLLEQSHALKRTLAEAAAISQVTHAKEVGTEHVLFAMLLNPNLLATRILELVGFHAKDDGESIRLLDLRKVIERYAGFSKEDIKA 164
NTDB id 297 STER RS00545 WP 011680614.1 DLRAQSPALEAMLQEAQEIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERNAGLSKQDLKA 166
NTDB id 329 STU RS10020 WP 011225298.1 DLRAQSPALEAMLQEAQGIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERNAGLSKQDLKA 166
consensus * * * * ** * ********* * * * ** * ** * *



logo

AVT
L
I
F
T
H
R
P
E
D
Q
P
L
M
R
T
S
H
R
Q
A
T
R
K
S

R
P
T
G
V
K
G
M
K
G
V
N
S
A
Y

S
D
K
G
Q
N
A
K
G

G
NGNGYNGSANRS

Q
R
S
A
G
N
N
P
R
S
R
F
M
G
G
S
A
D
G
P
A
N
L
M
Q
N
Q
G
T
M
K
T
V
Q
G
P

N
Q
R
A
M
P
E
A
S
P
G
K
N
S
Q
K
A
T
S
Q

N
T
V
S
E
P

N
S
K
T
P
G
M
E
G
T
LLADESDEVLYFSAGTSKHRINDI

V
LTDAEESLQIAEKRKLQERSDGQRSENDKVILEDP I

M
VIGRESDAQDEKE IDKTQISRLMVVIHEQVI LNSRKRTKNNPVLVIGDEAPG

NTDB id 601 KW2 RS02615 WP 021036805.1 .TPPTQTGG..........RGPRGPQNPRAKQPKGMLEEFGINITESARRGEIDPVIGRDEEIKRVIEILNRRTKNNPVLIGEPG 155
NTDB id 378 SMU RS02690 WP 002263569.1 .TPPTQAGGGNGNGGN.N.RRPGGPQQQASQKPNGLLEEFGINLTDIARKGEIDPVIGRDEEITRVIEILNRRTKNNPVLIGEPG 162
NTDB id 241 SP RS04015 WP 000882523.1 .IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPG 161
NTDB id 281 KZH43 RS03550 WP 000882517.1 .IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPG 161
NTDB id 245 SPD RS03860 WP 000882517.1 .IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPG 161
NTDB id 243 SPR RS03635 WP 000882517.1 .IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPG 161
NTDB id 37472 BSEL RS00525 WP 013171062.1 ..........NGQ......NGSMAGQGGQAGASTPTLDSLARDLTAIAKEGQVDPVIGRSKEIQRVIQILSRRTKNNPVLIGEPG 217
NTDB id 85 BSU 00860 NP 387967.1 ..........SSA......A......GTNSNANTPTLDSLARDLTAIAKEDSLDPVIGRSKEIQRVIEVLSRRTKNNPVLIGEPG 211
NTDB id 610 V4T04 RS10165 WP 012897346.1 AVTPMSKRKMAKG..............VAENSTTPTLDSVSSDLTEEARLGKLDPMIGREAEIDRLIHILSRRTKNNPVLVGEPG 224
NTDB id 290 KZH43 RS10025 WP 001109677.1 .LRQRHRTV.ADK......QNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQILSRKTKNNPVLVGDAG 237
NTDB id 289 SPD RS10700 WP 001109677.1 .LRQRHRTV.ADK......QNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQILSRKTKNNPVLVGDAG 237
NTDB id 287 SP RS11210 WP 001109712.1 .LRQRHRTV.ADK......QNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQILSRKTKNNPVLVGDAG 237
NTDB id 377 SMU RS09275 WP 002262344.1 .IFEMRKPKKVKN......SSSFSDLMKPP.SVTGELADFTRDLTELARQGRLEPVIGREQEISRMVQILSRKTKNNPVLVGDAG 241
NTDB id 297 STER RS00545 WP 011680614.1 .IHDLRKPKKSKA......SANFANMMQPPQSSTGELADYTKDLTALAESGNLDPVIGRDEEISRMIQVLSRKTKNNPVLVGEAG 244
NTDB id 329 STU RS10020 WP 011225298.1 .IHDLRKPKKSKA......SANFANMMQPPQSSTGELADYTKDLTALAESGNLDPIIGRDEEISRMIQVLSRKTKNNPVLVGEAG 244
consensus * * ** !*** **!**!* * **!*!!!* !! !** *!*!*!!!!!!!*!**!

logo VGKSTAI
L
V
I
S
V
A
Y
L
EGLAQQKRI IAVNSDSNGAQEDVP I

E
Q
A
F
H

G
I
E
K
M
L
H
M
R
Q
A
K
N
D
G

S
M
K
E
K
N
Q
R
I
V
M
I
L
A
T
E
RLNDLMVAGMVNTSLVVQAGTKGRYIFRGEDQFEDERLMTKNQANQKVLIVIMAKDEDEVI SERNSQAEKARDNPQEGHKNQDVIVI IMLF IDE I

LHETLIMIVGSAGGSAGMAGSI EDSGVANTNILMD
NTDB id 601 KW2 RS02615 WP 021036805.1 VGKTAVVEGLAQKIVDGDVPQKLQNKEVIRLDVVSLVQGTGIRGQFEERMQKLMDEIRKRNDVIMFIDEIHEIVGAGSAGDGNMD 240
NTDB id 378 SMU RS02690 WP 002263569.1 VGKTAVVEGLAQKIVDGDVPQKLHGKNVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRQRQDVILFIDEIHEIVGAGSAGDGNMD 247
NTDB id 241 SP RS04015 WP 000882523.1 VGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASDGNMD 246
NTDB id 281 KZH43 RS03550 WP 000882517.1 VGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASDGNMD 246
NTDB id 245 SPD RS03860 WP 000882517.1 VGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASDGNMD 246
NTDB id 243 SPR RS03635 WP 000882517.1 VGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASDGNMD 246
NTDB id 37472 BSEL RS00525 WP 013171062.1 VGKTAISEGLAQQIVDNEVPEILRNKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRNAGNVILFIDELHTLIGAGG.AEGAID 301
NTDB id 85 BSU 00860 NP 387967.1 VGKTAIAEGLAQQIINNEVPEILRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQAGNIILFIDELHTLIGAGG.AEGAID 295
NTDB id 610 V4T04 RS10165 WP 012897346.1 VGKSAIIEGLAQRIVNGQVPIGLMNSRIMALNMATVVAGTKFRGEFEDRLTAIVEEVSSDPDVIIFIDELHTIIGAGGGMDSVND 309
NTDB id 290 KZH43 RS10025 WP 001109677.1 VGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFIDELHTIMGSGSGIDSTLD 322
NTDB id 289 SPD RS10700 WP 001109677.1 VGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFIDELHTIMGSGSGIDSTLD 322
NTDB id 287 SP RS11210 WP 001109712.1 VGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFIDELHTIMGSGSGIDSTLD 322
NTDB id 377 SMU RS09275 WP 002262344.1 VGKTALAYGLAQRIVDSAVPFELADMKVLELDMMSVVAGTRFRGDFEERMNQIIADIEADGHIVLFIDELHTIMGSGSGIDSTLD 326
NTDB id 297 STER RS00545 WP 011680614.1 VGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIILFIDELHTIIGSGSGIDSTLD 329
NTDB id 329 STU RS10020 WP 011225298.1 VGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIILFIDELHTIIGSGSGIDSTLD 329
consensus !!!*!* *!!!!*!* **!! * *** !*****!*!!**!!*!!*!** ***** ***!!!!*!***!*!** * *!



logo ASGANI LKPSALARGDSTEFLHRQCMTL IVGATTMYQLHADENEYQRKYHI I EKDEAALSERRLMFAQRKP I
V
N
Q
K
T
I
V
E
D
Q
EPTSEPVESADDEASTVYMIADQTI LALRNKQGI

L
K
R
Q

E
P
D
S
A
K

R
S
T
K
F
YETAKDHYHQHRVI

S
K
T
Q
F
Y
I
S
TDDQEAAVIMKESTAAAVEHMNTKGAMLASVDHNR

NTDB id 601 KW2 RS02615 WP 021036805.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVDETITILRGIQARYEDYHHVKYTDEAIEAAAHLSNR 324
NTDB id 378 SMU RS02690 WP 002263569.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVAETITILKGIQPKYEDYHHVKYTDEAIEAAANLSNR 331
NTDB id 241 SP RS04015 WP 000882523.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAATLSNR 330
NTDB id 281 KZH43 RS03550 WP 000882517.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAATLSNR 330
NTDB id 245 SPD RS03860 WP 000882517.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAATLSNR 330
NTDB id 243 SPR RS03635 WP 000882517.1 AGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAATLSNR 330
NTDB id 37472 BSEL RS00525 WP 013171062.1 ASNILKPSLARGELQCIGATTMDEYRKYIEKDAALERRFQPIQVDEPTVEESVQILAGLRDRYEAHHRVTITDEAIKAAVEMSDR 386
NTDB id 85 BSU 00860 NP 387967.1 ASNILKPSLARGELQCIGATTLDEYRKYIEKDAALERRFQPIQVDQPSVDESIQILQGLRDRYEAHHRVSITDDAIEAAVKLSDR 380
NTDB id 610 V4T04 RS10165 WP 012897346.1 AANILKPALARGDFQMVGATTYHEYQKYIEKDEALERRLARINVDEPSPDEAIAILQGLREKFEDYHQVKFTDQAIKSAVMLSVR 394
NTDB id 290 KZH43 RS10025 WP 001109677.1 AANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHRVQITDEAVETAVKMAHR 407
NTDB id 289 SPD RS10700 WP 001109677.1 AANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHRVQITDEAVETAVKMAHR 407
NTDB id 287 SP RS11210 WP 001109712.1 AANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHRVQITDEAVETAVKMAHR 407
NTDB id 377 SMU RS09275 WP 002262344.1 AANILKPALARGSLRTIGATTQEEYQKHIEKDAALSRRFAKVTIEEPSEEEAYQILLGLKKSYETYHHVIISDAAVMAAVKGAHR 411
NTDB id 297 STER RS00545 WP 011680614.1 AANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLRSSYEDYHRVTITDAAVETAVKAAHR 414
NTDB id 329 STU RS10020 WP 011225298.1 AANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLRSSYEDYHRVTITDAAVETAVKAAHR 414
consensus !*!!!!!*!!!!*****!!!! !! * !!!!*!!*!! * ***!*******!! !** **!**! ! *! !***!* ** !

logo YMLI SQTGSDKRKHNFLPDSKAIDL ILDESASAGASATKKMVKRNQGIVNLLSKRTSTIVALFYNKNTHKFAQTVQPKKTEPAKANDRKLDPAELRSKYVDEKLINEDHKRQKER I
L
D
E
A
S
T
I

D
E
L
V
A
Q
R
E
E
K
N
D
K
E
L
P

A
L
K
A
N
S
D
H
A
K
E
Q

S
AVLTKQMIRAKTDESLNQGEEKDYIWFQGKELAQKSAKRVAHRTKSQYKQFLELYIRAKDNTAKQVNEIKSEQARKI

L
Y
A
R
K
D
E
E
K
L
Q
M
I
L
V

Q
S
Y
E
K
A
D
Q
T
K
F
L
T

S
E
K
D
K
P
A
V
E
L
S
K
P

E
L
F
W
V

KE
K
L
V
K
I
D
Q
T
K
G
D

NTDB id 601 KW2 RS02615 WP 021036805.1 YIQDRFLPDKAIDLLDESGSKKNLTLKFV..DPEDINRRIADAENKKNEATKAEDFEKAAHFRDQISKLRELQKQ......EVTD 401
NTDB id 378 SMU RS02690 WP 002263569.1 YIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKEIDHRLIEAENLKAQATRDEDYEKAAYFRDQIAKYKEMQSA......KLDK 408
NTDB id 241 SP RS04015 WP 000882523.1 YIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKK......KITD 407
NTDB id 281 KZH43 RS03550 WP 000882517.1 YIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKK......KITD 407
NTDB id 245 SPD RS03860 WP 000882517.1 YIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKK......KITD 407
NTDB id 243 SPR RS03635 WP 000882517.1 YIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKK......KITD 407
NTDB id 37472 BSEL RS00525 WP 013171062.1 YISDRFLPDKAIDLIDEAGSKVRLSTYTAPPNLKEKEQELEELRKEKDASVQSQEFEKAASLRDNEQKLKDELETLKDEWKKKQG 471
NTDB id 85 BSU 00860 NP 387967.1 YISDRFLPDKAIDLIDEAGSKVRLRSFTTPPNLKELEQKLDEVRKEKDAAVQSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQG 465
NTDB id 610 V4T04 RS10165 WP 012897346.1 YMTSRKLPDKAIDLLDEAAAAVKISVKNQQTKRLDLEKELAEAQEELSEAVIKLDIKASRTKEKAVEKIADKIYKFSVKE..... 474
NTDB id 290 KZH43 RS10025 WP 001109677.1 YLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALMDGKWKQAAQLIAKEE.........EVPV..... 470
NTDB id 289 SPD RS10700 WP 001109677.1 YLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALMDGKWKQAAQLIAKEE.........EVPV..... 470
NTDB id 287 SP RS11210 WP 001109712.1 YLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALMDGKWKQAAQLIAKEE.........EVPV..... 470
NTDB id 377 SMU RS09275 WP 002262344.1 YLSGKNLPDSAIDLLDEASATVQGLVKK..KAPAYL....T....DLDHALITNDYQLAKRLLKKEK.........KPLL..... 472
NTDB id 297 STER RS00545 WP 011680614.1 YLTSKNLPDSAIDLLDEASATVQVRIKK..EDKREI....T....PLDEALISGDIGAAVKQYKANQ.........KAKF..... 475
NTDB id 329 STU RS10020 WP 011225298.1 YLTSKNLPDSAIDLLDEASATVQVRIKK..EAKREI....T....PLDEALISGDIGAAVKQYKANQ.........KAKF..... 475
consensus !** * !!!*!!!!*!!** *** * * * *** * * ** ** ** * *



logo

D
K
E
P
Q
N
E
Y
K
D

D
M
N
P
R
K
T

Q
S
A
D
P
S
V
I
E
L

I
V
K
D
S
T
D
M
V
A
E
Q
E
D
S
K
A
N
Q
T
D
V
I
V
A
M
L
E
M
V
A
T
H
Q

V
I
T
A
I
V
L
E
S
K
S
T
R
Q

W
K
L
S
T
Q
N
G
V
IP I

V
K
T
E
S
Q
G
E
Q
D
K
I
M
L
A
K
T
K
E
Q
A
E
S
K
T
D
E
T
A
S
Q

T
D
S
K
R
K
Q

Y
L
I
L
K
H
N
M
LAEKNRSADE I

D
ELKHAGTSKHRVVIGQEDAQDEAI

V
T
V
D
S
S
A
K
V
IASRKAVIRRSANQRAVSGVILAKGRKVDSTSGHPRNKRPMIGSF ILMFVLGPTGVG

NTDB id 601 KW2 RS02615 WP 021036805.1 EDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVG 486
NTDB id 378 SMU RS02690 WP 002263569.1 ENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 493
NTDB id 241 SP RS04015 WP 000882523.1 QDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 492
NTDB id 281 KZH43 RS03550 WP 000882517.1 QDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 492
NTDB id 245 SPD RS03860 WP 000882517.1 QDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 492
NTDB id 243 SPR RS03635 WP 000882517.1 QDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVG 492
NTDB id 37472 BSEL RS00525 WP 013171062.1 QEDSEVTMEDIAQVVSTWTGVPVSKLAEEETDRLLKMEDILHGRVIGQDEAVTAVSKAVRRARAGLKDPKRPIGSFIFLGPTGVG 556
NTDB id 85 BSU 00860 NP 387967.1 QENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVG 550
NTDB id 610 V4T04 RS10165 WP 012897346.1 DKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVG 559
NTDB id 290 KZH43 RS10025 WP 001109677.1 .YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVG 554
NTDB id 289 SPD RS10700 WP 001109677.1 .YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVG 554
NTDB id 287 SP RS11210 WP 001109712.1 .YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVG 554
NTDB id 377 SMU RS09275 WP 002262344.1 KKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVG 557
NTDB id 297 STER RS00545 WP 011680614.1 PKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVG 560
NTDB id 329 STU RS10020 WP 011225298.1 PKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVG 560
consensus **** * *** ***!* * * ****** *!* *!*!!**!* ***!*!!** !* * *!!*!!!*!*!!!!!!

logo KTELSARKQAVLADKIETSEVI
V
LFDGSDSAEESDNAS ILML

IRVIFDMSEFYMEKFHNASTAVASKRL INVGSAPPGYVGHYEDEAGGEQLTERKVRHRNNKPYSLVVLI LFLDE I
VEKAHPEDI

V
M
F
H
N
V
I
M
M
F
LLQI

VLED
NTDB id 601 KW2 RS02615 WP 021036805.1 KTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVGYEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILE 571
NTDB id 378 SMU RS02690 WP 002263569.1 KTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLD 578
NTDB id 241 SP RS04015 WP 000882523.1 KTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLD 577
NTDB id 281 KZH43 RS03550 WP 000882517.1 KTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLD 577
NTDB id 245 SPD RS03860 WP 000882517.1 KTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLD 577
NTDB id 243 SPR RS03635 WP 000882517.1 KTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLD 577
NTDB id 37472 BSEL RS00525 WP 013171062.1 KTELARAVAETLFGDEDAIIRIDMSEYMEKHNTSRLVGSPPGYVGHDEGGQLTEKVRRKPYSVILLDEIEKAHPEVFNILLQVLE 641
NTDB id 85 BSU 00860 NP 387967.1 KTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLE 635
NTDB id 610 V4T04 RS10165 WP 012897346.1 KTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILD 644
NTDB id 290 KZH43 RS10025 WP 001109677.1 KTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLD 639
NTDB id 289 SPD RS10700 WP 001109677.1 KTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLD 639
NTDB id 287 SP RS11210 WP 001109712.1 KTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLD 639
NTDB id 377 SMU RS09275 WP 002262344.1 KTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLD 642
NTDB id 297 STER RS00545 WP 011680614.1 KTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLD 645
NTDB id 329 STU RS10020 WP 011225298.1 KTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLD 645
consensus !!!!****!* *!* ** **!*!!!!*!!!* **!*!*!!!!!!**!*!*!!!*!! *!!!**!*!!*!!!!!******!!*!*



logo DGFVRVLTDATGSRKQGRRKTVSDFRKSDNSATALI LVI IMTSNVALGTAQSGTEALRKQRSVTDNDEAKNYSTLVGFNTGVANSQAKNQSTDRFIEDTRSGAHQFRKNDHQYSQEKDNAMQKETDASKNKSRMIVFMLGEQELGKDRNKHVSAFYFSRPEFLMINRFIDGENTKIVI EVFQSKHNASLGESQESKKQSEDDEQHNI
M
L
E
R
S
T
H
Q
L

NTDB id 601 KW2 RS02615 WP 021036805.1 DGRLTDAQGRTVSFKDSLIIMTSNAGTG..KVEASVGFGAAREGR.....TKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLL 649
NTDB id 378 SMU RS02690 WP 002263569.1 DGRLTDGQGRTVSFKDTIIIMTSNAGTG..KSEANVGFGASREGR.....TNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLL 656
NTDB id 241 SP RS04015 WP 000882523.1 DGRLTDGQGRTVSFKDAIIIMTSNAGTG..KTEASVGFGAAREGR.....TNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLL 655
NTDB id 281 KZH43 RS03550 WP 000882517.1 DGRLTDGQGRTVSFKDAIIIMTSNAGTG..KTEASVGFGAAREGR.....TNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLL 655
NTDB id 245 SPD RS03860 WP 000882517.1 DGRLTDGQGRTVSFKDAIIIMTSNAGTG..KTEASVGFGAAREGR.....TNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLL 655
NTDB id 243 SPR RS03635 WP 000882517.1 DGRLTDGQGRTVSFKDAIIIMTSNAGTG..KTEASVGFGAAREGR.....TNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLL 655
NTDB id 37472 BSEL RS00525 WP 013171062.1 DGFLTDSKGRRVDFRNTAVIMTSNVGAQALKQEKSLGFTANQEDAKYKDMKSKVMEELKKSFRPEFLNRIDETIVFHSLEKSHIS 726
NTDB id 85 BSU 00860 NP 387967.1 DGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLT 720
NTDB id 610 V4T04 RS10165 WP 012897346.1 DGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIE 729
NTDB id 290 KZH43 RS10025 WP 001109677.1 DGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQ 724
NTDB id 289 SPD RS10700 WP 001109677.1 DGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQ 724
NTDB id 287 SP RS11210 WP 001109712.1 DGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQ 724
NTDB id 377 SMU RS09275 WP 002262344.1 DGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIR 727
NTDB id 297 STER RS00545 WP 011680614.1 DGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLH 730
NTDB id 329 STU RS10020 WP 011225298.1 DGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLH 730
consensus !! *!!**!! !*!*****!!!!!*!* ** ****!!** * *** *!** **!!!*!!*!* **!* !* * *

logo

H
K
D
E
Q

V
IV
D
T
S
E
K
I
LMASLVGDAKQSEDPVLQTVINEQSAKHQASR I

L
G
T
K
S
A
R
V
D
S
E
Q
K
N
A
E
D
N
G
L
I
T
H
S
D
R

F
I
V
L
S
E
D
K
F
L
V
S

Q
T
Q
A
P
D
A
S
K
V
A
V
L
K
A
E
K
H
L
K
V
I
LVALEKNDAVDEQLGVFYNDALIPAKEYMGARPLRKRATLIQEKDTNHQYE I

VEDALSRTKI
L
A
S
T

D
E
Q
E
F
Y
L
I
Y
L
I
L
G
R
S
K
E
H
N
G
E
K
N
T
Q
D
P
E
V
I
L
S

A
H
K
Q
S
Y
E
V

S
A
K
E
Q
D
G
N
S
Q
L
S
H
I
T
I
V
K
L
S
V
A
K
D
L
V
I
L
D
M
G
A
C
I
T
V

D
Q
E
K
S
N
A
D
K
E
D
K
G
I
E
Q
N
K

F
V
Y
I
L
I
T
V
Q
K

S
V
F
I
A
N
R
T
D
K
A
T
V
Q
I
S

NTDB id 601 KW2 RS02615 WP 021036805.1 KIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQL.VADLIDDKIVISNQ 733
NTDB id 378 SMU RS02690 WP 002263569.1 QIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKEL.KAIMTSNGKIVIKA 740
NTDB id 241 SP RS04015 WP 000882523.1 QIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKS 739
NTDB id 281 KZH43 RS03550 WP 000882517.1 QIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKS 739
NTDB id 245 SPD RS03860 WP 000882517.1 QIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKS 739
NTDB id 243 SPR RS03635 WP 000882517.1 QIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKS 739
NTDB id 37472 BSEL RS00525 WP 013171062.1 EIVTLMAGELQKRLKEQEIDFELSDKAKEKIADEGFDPEYGARPLRRALQKQVEDRLSEELLRGTISKGQSVVLDVEDGEYVVRQ 811
NTDB id 85 BSU 00860 NP 387967.1 EIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKT 805
NTDB id 610 V4T04 RS10165 WP 012897346.1 QIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQ 814
NTDB id 290 KZH43 RS10025 WP 001109677.1 EVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDI 809
NTDB id 289 SPD RS10700 WP 001109677.1 EVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDI 809
NTDB id 287 SP RS11210 WP 001109712.1 EVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDI 809
NTDB id 377 SMU RS09275 WP 002262344.1 HIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDI 812
NTDB id 297 STER RS00545 WP 011680614.1 DIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTV 815
NTDB id 329 STU RS10020 WP 011225298.1 DIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTV 815
consensus *! *!* * * ** * * ** * *** !*****!!!!!!***! *!! *** ** * * * * * * *



logo

I
K
S
T
V
A
A
E
N
Q
V
K
E
R
K
A
T
N
V
AETVTVKDTSEKSAETVKPSEADKE

NTDB id 601 KW2 RS02615 WP 021036805.1 TQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 SNK.VETVTKATSD. 753
NTDB id 241 SP RS04015 WP 000882523.1 AKK.AEVKSSEKEK. 752
NTDB id 281 KZH43 RS03550 WP 000882517.1 AKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 AKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 AKK.AEVKSSEKEK. 752
NTDB id 37472 BSEL RS00525 WP 013171062.1 KERA........... 815
NTDB id 85 BSU 00860 NP 387967.1 TAKTN.......... 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 IV............. 816
NTDB id 290 KZH43 RS10025 WP 001109677.1 A.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 A.............. 810
NTDB id 287 SP RS11210 WP 001109712.1 A.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 V.............. 813
NTDB id 297 STER RS00545 WP 011680614.1 V.............. 816
NTDB id 329 STU RS10020 WP 011225298.1 V.............. 816
consensus

X non conserved

X similar

X ≥ 50% conserved


