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MNAKGIALVATLALMVVIALLVFGTFFTTQI ELWTTRNDTTSVQAFYAAEAGLQKYKAALFQQYVWREQRGGTGGGGGCFTSLAR
NTDB id 37440 MESIL RS20615 WP 013157525.1 ..................................................................................... 0
NTDB id 1036 TT RS04330 WP 011173286.1 MNAKGIALVATLALMVVIALLVFGTFFTTQIELWTTRNDTTSVQAFYAAEAGLQKYKAALFQQYVWREQRGGTGGGGGCFTSLAR 85
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GLDLDRDGTITPFVNNRLVLAQNEVVTDANGNPVGRYTATLYKDAQDDQLFTLVSEGTSGGAKARVQATFR I SNSDYLEQAI FAG
NTDB id 37440 MESIL RS20615 WP 013157525.1 ..................................................................................... 0
NTDB id 1036 TT RS04330 WP 011173286.1 GLDLDRDGTITPFVNNRLVLAQNEVVTDANGNPVGRYTATLYKDAQDDQLFTLVSEGTSGGAKARVQATFRISNSDYLEQAIFAG 170
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AGQANKWLNGGATIRGGVYVVGNPNDPDQYVI EANGNFALYNRYDLTTYSEVTNRVEPSYRQVQDLCASLRVQYGKI SVGGSTQI
NTDB id 37440 MESIL RS20615 WP 013157525.1 ..................................................................................... 0
NTDB id 1036 TT RS04330 WP 011173286.1 AGQANKWLNGGATIRGGVYVVGNPNDPDQYVIEANGNFALYNRYDLTTYSEVTNRVEPSYRQVQDLCASLRVQYGKISVGGSTQI 255
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GEPNNKVKGVFVGRGAQDITGENVGVCRNNKGVCTEAMGGFDLSDPPPFPTLDAKLDSDACSAYPTWRACLQGKAALR IQR IGNI
NTDB id 37440 MESIL RS20615 WP 013157525.1 ..................................................................................... 0
NTDB id 1036 TT RS04330 WP 011173286.1 GEPNNKVKGVFVGRGAQDITGENVGVCRNNKGVCTEAMGGFDLSDPPPFPTLDAKLDSDACSAYPTWRACLQGKAALRIQRIGNI 340
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NTDB id 37440 MESIL RS20615 WP 013157525.1 .......................................................................MTPLVE......RQ 8
NTDB id 1036 TT RS04330 WP 011173286.1 LSVASPPNATLSPSCLQAMQSGTLTLDTQSVDCTFTRLDGSRGGFRYTYTGGQELLEVFGDVVLEGIDAVLNRPVDYRAQSGSAK 425
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NTDB id 37440 MESIL RS20615 WP 013157525.1 NASLVVEKLDSSDTLGGNLDLDGSLLPDAAGGNAYFPNHVLAVIAEGDTYQRGQYVMAPVYSGGTFRIVKDNVLLGSVISNMFCT 93
NTDB id 1036 TT RS04330 WP 011173286.1 SATLAV...LKLGGNGGNLDINGNLLPDATF..GLFPNHALGFVAEGDIYQRGQHVMAPVYAGGTFRVVKGNVLFGSVISNQFCT 505
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NTDB id 37440 MESIL RS20615 WP 013157525.1 TSAGNQASCNAGQKSEVVYINTAGNVPAALRPIQYRGSATFKLLSYERR 142
NTDB id 1036 TT RS04330 WP 011173286.1 TSAGNQMSCNASQKAEVVYIRIPKENRPALLPSLRGGKPVFQVLSYERR 554
consensus !!!!!! !!!! !! !!!!! * **!! ! ! * ! *!!!!!!
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