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NTDB id 374215 FPJ27 RS33560 WP 072444699.1 MFSFFKRFKKTQEPDPAESQSADAQQTDEPSEAPALEAPPAADVP..........QA...PVQPAAPAVVMT..VTPTND 65
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVA.QIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEA 79
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NTDB id 374215 FPJ27 RS33560 WP 072444699.1 .........GRDEVVETVEIV.....PPPLQDASAKQSWLARLKTGLAKTG....NSITGVFVNTKIDEDLYEELETALL 127
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLI 159
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NTDB id 374215 FPJ27 RS33560 WP 072444699.1 MSDAGVDATEYLLDALREKVRTGRLTDPQQVKSALHDLLVELLKPLEKSLMLGR.AQPLVMMITGVNGAGKTTSIGKLAK 206
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
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NTDB id 374215 FPJ27 RS33560 WP 072444699.1 HLQSFDQSVLLAAGDTFRAAAREQLAVWGERNNVTVVQQESGDPAAVIFDAVSAARARKIDVMMADTAGRLPTQLHLMEE 286
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
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NTDB id 374215 FPJ27 RS33560 WP 072444699.1 LKKVKRVISKAHDGSPHEVLLVIDANTGQNALTQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEK 366
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEG 399
consensus *!!!!!!* !!**! !!!***!*!!! !!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!! *!!!!!

logo

I
V
D
EDLQRPFDSARVAEFAVDALLDG

NTDB id 374215 FPJ27 RS33560 WP 072444699.1 VEDLQPFSAVEFADALLG 384
NTDB id 1118 NGFG RS11455 WP 003696286.1 IDDLRPFDARAFVDALLD 417
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