
logo

MKSMRHLM
N
M
K
A
K
R
M
A
M
V
RQKGFTL I ELMIV I

VAIVIG I LAAIALIPAYQDYTI
VRSTAKRVSTEAGL ISVTALAAESDPQSPAKASLLMAI

L
VSTEADNTFGAAQSIANTADSNGQTNI

S
A
T
D
L
G
P
L
M
ATARQLASTAKVTATGFSWY

NTDB id 374086 FOY61 RS25805 WP 143978162.1 ........MKAQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRTRVSEGLVLAEPAKLMISTDGSASTAD.LTRATTTW 71
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSD....LSVGS 76
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 374086 FOY61 RS25805 WP 143978162.1 NQQ...........SNNLGASSKYVTSVLMD..AGNTGVITIRYVAEQ.VGL..PTAGNTLILSPYINDGNTRTALATAV 135
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK.......AVP. 143
NTDB id 1424 RS RS02795 WP 011000517.1 SV............F....TPTKNVANLTIAGTGTVPGQITVTY........TTAAGGGTLALVPTAAGT......ALPV 126
NTDB id 1258 GCO85 RS09745 WP 014844212.1 VS............P....AATPNVQSIAIG....ANGVITITY........TAAAGGGTIIMTPTLQ............ 111
NTDB id 1274 LPP RS09530 WP 011214168.1 VS............P....AATPNVASIAIG....ANGVITITY........TAAAGGGTIVMTPTLQ............ 111
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NTDB id 374086 FOY61 RS25805 WP 143978162.1 AAGTRGTIDWACTSASNATATAQ..GFTGMAAGSVPQEFAPAQCR. 178
NTDB id 1188 NELON RS01755 WP 003772458.1 AATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1424 RS RS02795 WP 011000517.1 SSAPSGPIMWTCYAQNKAQAASSVAPS...GTMSLAAKYAPAECR. 168
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...ANGDVTWTCTGG..................TLLAKYRPASCRP 136
NTDB id 1274 LPP RS09530 WP 011214168.1 ...ANGDVTWTCTGG..................TLLAKYRPASCRP 136
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