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NTDB id 373597 FNU76 RS08545 WP 144277802.1 MKQSLQLKFSQSLTLTPQLQQSIKLLQLSTLDLNQEIERFLLENPMLEREDENEPEIHVVREDG..........TPVEVE 70
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!* !!*! !!!!!!!!!*!!!!!!**!*!!*! ! !!!*!!!! ! * * * !!**********!!** !
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NTDB id 373597 FNU76 RS08545 WP 144277802.1 APTPTLDEAPAQESG......ESDFDMDDSLGDNYWSEAGGGQ.TRDDDDEFDPQANVARISTLREHLLAQLGLLPISPR 143
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
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NTDB id 373597 FNU76 RS08545 WP 144277802.1 DLALASMVIDALDDNGYLGLSLEEIYELIPQEVRDGLEIEREELQIGLQLVRQLEPCGIGAVDLKGCLLLQLQQQMGDEP 223
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAE....LEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQR..LDSP 234
consensus ! *! *!* !!! !!! !!*!! *! !****!!*! *!!! *! ** *!*!!!! !! !!!! ** ! !
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NTDB id 373597 FNU76 RS08545 WP 144277802.1 ASGLARAIVAEHLDLLANKDYSKLKKTLKCDDDALKAAQILIQRLNPRPGAMFGETETRYVVADVIVKKLRQGWSVQLNE 303
NTDB id 1425 RS RS02020 WP 011000369.1 AKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNP 314
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NTDB id 373597 FNU76 RS08545 WP 144277802.1 AAMPKLKVNQLYANILRQHRDS..GAGLSGQLQEAKWLIKNVQQRFDTILRVAQAIVEKQQRFFEHGDVAMRPLVLRDIA 381
NTDB id 1425 RS RS02020 WP 011000369.1 DVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIA 394
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NTDB id 373597 FNU76 RS08545 WP 144277802.1 EELDLHESTISRVTTQKYMLTPSGIFEFKYFFGSHVDTDSGGECSAIAIKALIKQLIQGEDTKKPLSDSYLADVLGKQGI 461
NTDB id 1425 RS RS02020 WP 011000369.1 DTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGF 474
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NTDB id 373597 FNU76 RS08545 WP 144277802.1 TVARRTVAKYREALQIPPVNQRKSL 486
NTDB id 1425 RS RS02020 WP 011000369.1 VVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!! !!*!! !!!!



X non conserved

X similar

X ≥ 50% conserved


