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NTDB id 373569 FO459 RS10225 WP 002478513.1 MTMFFDTIKRELIITAMALVVFLVIFFVFNLPYYAYFLGSGIMLFIMVIYWFIALSEFKKQQRLTSQLKVLEQEVQQLKS 80
NTDB id 8 SA RS13860 WP 000143425.1 .MTFLKSITQEIAIVIVIFALFGLMFYLYHLPLEAYLLALGVILLLLLIFIGIKYLSFVKTISQQQQIENLETALYQLKN 79
consensus * ! *! !* ! * *! **!****!! !! !* !**! ***!* ! ! ! !* !! * !!!

logo

E
KQI

T
E
QYKQNDI

VESYFLTWVHQI
MKTP ITAASKQLLLERDNEDPNVVNRVRQE I

V IQIDNYTSLALSYLKLLMNEHETSTDI
MSFVTKI

V
S
T
I
VNENI

L
I
V

NTDB id 373569 FO459 RS10225 WP 002478513.1 KQTQYQNDIESYFLTWVHQIKTPITASKLLLERNEDNVVNRVRQEIIQIDNYTSLALSYLKLMNHETDMSFTKVTVNELV 160
NTDB id 8 SA RS13860 WP 000143425.1 EQIEYKNDVESYFLTWVHQMKTPITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDISVTKISINNII 159
consensus ! ! !!*!!!!!!!!!!*!!!!!! !!!!! !*!!!!!!!!!*!!!!!!!!!!!!!!!!*!* *!*! !!***! **
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NTDB id 373569 FO459 RS10225 WP 002478513.1 KPLIMKYSIQFIDQHTRIHYDRSDEEVLTDVQWASIMIEQILNNALKYARGKDIWLTFDKDINVLSIKDNGVGISTADLP 240
NTDB id 8 SA RS13860 WP 000143425.1 RPIIMKYSIQFIDQKTKIHYEPCHHEVLTDVRWTSLMIEQLINNALKYARGKDIWIEFDEQSNQLHVKDNGIGISEADLP 239
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NTDB id 373569 FO459 RS10225 WP 002478513.1 KIFDKGYSGYNGRLNEQSTGIGLFIVKHISNHIHHQVEVDSKLGQGTTFKIYFPKVDKMNEL 302
NTDB id 8 SA RS13860 WP 000143425.1 KIFDKGYSGYNGQRQSNSSGIGLFIVKQISTHTNHPVSVVSKQNEGTTFTIQFPDE...... 295
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