
logo MDYKSKQTNIYVIRKGDMVIRP I
A
I
FDDYDGDHQARQNGTSE I IKRFDTKTKREIRQSNPFKTVQKI I ERSCKFYGNNTYLSGKKAETSNR IATRGINSSKPP I L

NTDB id 373428 FO455 RS05140 WP 002459481.1 MDKKTIYVIRKGDMVIRPIIDDYGHAQGTEIIKFDTTKERSPFKTQKIIERSCKFYGNNYLSKKAETSRIARINSKPPIL 80
NTDB id 39 MW RS04875 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPIL 80
NTDB id 23 SA RS04995 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPIL 80
consensus !****!!!!!!!!!!!!!**!!*****!*!!!*!!*!****!!!*!!!!!!!!!!!!!*!!*!!!!!*!!**!*!!!!!!

logo LTPLFPTYFFPTHSDRQENENIW I
LNMHFYIVEDS IKPELKHNRKSCKVI

TFAINHNETSLI I ILNHVSFYHSMLWHQYI
NNAS I FYYYMVDKQSKRMRI S

NTDB id 373428 FO455 RS05140 WP 002459481.1 LTPLFPTYFFPTHSDRQEENIWINMHFIVDIKPLKHRKSKVIFANHETLIINVSFHSMWHQYINAIFYYYMVDKQSKMRS 160
NTDB id 39 MW RS04875 WP 000287265.1 LTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMIS 160
NTDB id 23 SA RS04995 WP 000287265.1 LTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMIS 160
consensus !!!!!!!!!!!!!!!!!*!!!!*!!!*!**!!*!!*!!*!!*!*!*!**!**!!*!!*!!!!*!*!!!!!!!!!!!*!*!

logo

N
KNPDMQPIDYENKSASTLNI

V
Y
FEALSTQRYSLLFDENDK

NTDB id 373428 FO455 RS05140 WP 002459481.1 NNPDMPIDYEKSSLNIYEALSQYSLLDNK 189
NTDB id 39 MW RS04875 WP 000287265.1 KNPDQPIDYNKATLNVFEALTRYSLFEDK 189
NTDB id 23 SA RS04995 WP 000287265.1 KNPDQPIDYNKATLNVFEALTRYSLFEDK 189
consensus *!!!*!!!!*!**!!**!!!**!!!***!

X non conserved

X similar

X ≥ 50% conserved


