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VLTVGRLTDKRDVPDEQFLRYTSPNSGVAAVAGVTF ISTMLAVTNRPQTFATNAQSNGDEVREADF IRNCVAITWRRKSQAENFIVANYFTLKKGSMLAVGI
VDGRLEQTGR

NTDB id 37334 GC56T3 RS01515 WP 013144078.1 MINRVILTGRLTDDPQFRYTPSGVAVVTFILAVTRPFANQNGVREADFIRCVAWRKQAENIANYLKKGSMVGIDGRLETG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!*!*!!!!*!***!!!**!*!!*!!**!!*! !*!**!*!!!!!!*!! !!**!!!*!!**!!!!**!*!!!!*!*

logo

S
NYERNQNQGRQRTVFYYVTQEVQVAVEDNSTAFVQSTLFLESPKRTNAGTGSTEGNQSRGEQSGKDQGKAGNSGQREGNFTYSNEKSGNQENQKSGNAGGSQYFGGGRQRANDQRENSAGPFGMTGSNPQNQNTGQKNRAPRNPQADQAGQNGNSFTWFNQADNDP

NTDB id 37334 GC56T3 RS01515 WP 013144078.1 SYER.NGRRTYYTQVVVDTATFLEPRNASNSGEKQKGNRETSKQEKNAS.....RRAREAFM......KPQDGQGWFNDP 148
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNTQADP 153
consensus *!!***!*!***!*!**** **!!***** ** * ** ******* *! ** * * ** ** !!

logo FADNDNGEKQAP I EDMINSDDDLPF
NTDB id 37334 GC56T3 RS01515 WP 013144078.1 FADNGEPIEMNDDDLPF 165
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
consensus !!**! *!***!!!!!!
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