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NTDB id 373249 FOH38 RS02435 WP 143995544.1 MAENLDLFEL.NKFFILGRPIVSIFHNAQNMYSIVRVKIQETNLQYDDKEIIVVGYFPPLQMDEQYRFTGILRQHPKYGV 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ! **! !* *** ! * !*!! !*!****!!* !! *!! * ! !!!!*!! *! ! ! ! * !!!*!*
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NTDB id 373249 FOH38 RS02435 WP 143995544.1 QFQIETFAKEVPATEQGIVHYLSSDLFVGIGRKTAETIVEKLGANALRLILEDPNALDVVPRLSADKKEVIHRTIEQNLG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!! !*! !!*! ! !!**!!!!!!! !!!*!!!! !! !!! !* !! !* ! !!!!! ! * ** * * !
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NTDB id 373249 FOH38 RS02435 WP 143995544.1 LERVMIQLNEWGFGPQLGMKIYQTYRTEAIELLTENPYRLIEDIDGVGFLRADELGAKLGITGNHPDRIKAAIFHILNAA 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !! *!! !! *!!!!!! !!!!! ! *! *! * !!!! !* !**!*!! *!!!!! **!**!!!!*!*!!!! * !
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NTDB id 373249 FOH38 RS02435 WP 143995544.1 ALSDGHVYLDAEHVLPQVKDMLEQSQREEIPFEAI..SKACIEMREENKIYGEETRLYLPSLYFSEVGIASKILALTERN 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus *!!*!! !** !**** *! !! !! * *** !*! * ! ! !* !*! !!!** ! *! ** **

logo

E
S
K
Y
A
E
E
N
H
QFPSEKDSEFI LRKLAI

LGELTEEFRLMDNVQTYAEPSTQAKEYAI EQKQALNSSAPMVLMI
LLTGGPGTGKTTVI

VRGI
VVELVYAGEKLHGLVSLDNPKSAEYAKQK

NTDB id 373249 FOH38 RS02435 WP 143995544.1 SKAEHFSKDEIRKAIGETEEFLNVTYAETQAYAIEQALNSAVMILTGGPGTGKTTVVRGVVEVYAKLHGLSLNPKEYAQK 397
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK.K 399
consensus *!* ! !*!! !! * ! !!**! !! !! !****!!!!!!!!!!!!*!!*!!*!* !!!*!! ! ! *!
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NTDB id 373249 FOH38 RS02435 WP 143995544.1 EEPFPIILCAPTGRAAKRLSESTELPAMTIHRLLGFTGQEKEEET.EREVTGKLIIVDEMSMVDTWLAHQLLKSLHEDVQ 476
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus *!*!!!*!*!!!!!!!!!*!!!! !!!*!!!!!!!* ! ! *!** ** !!!*!*!! !!*! !!!**! ! * ***!
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NTDB id 373249 FOH38 RS02435 WP 143995544.1 VVFVGDQDQLPPVGPGQVLKDLLASQQIPTVELTDVYRQAEGSTIIELAHQIKRGTIPNDLTVKTSDRSFIKASSEQVAS 556
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus ** !!! !!!!*!!!!!!!*!!!!!! !!!! !!!*!!!!!!!*!*!!!!!*! ! *!! !! *! !!!!!** !*



logo VVETKQVVAKNSALVKTKGQYETAIKRDNIQVLAPMYKRGKPAGIDNENLNKVMI
LQDE I

L
I
LNPNPDKETGKSRKRELKVFGDVTVYR I

T
G
KDKI

VLQLVNQPENSNVFN
NTDB id 373249 FOH38 RS02435 WP 143995544.1 VVTQVVKSAVTKGQEIRNIQVLAPMYKGPAGIDNLNKMIQELINPNDTGSRKELVFGDVTYRIKDKVLQLVNQPESNVFN 636
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
consensus !! !! !* !! * !!!!!!!!*!*!!! !! !*!***!!* * !*!! !!!! !! !!*!!!!!!!! !!!!
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NTDB id 373249 FOH38 RS02435 WP 143995544.1 GDMGEVISIIKAKETIEKQDLLVVSFDGIEVTYQRSDLNQLTLAYCCSIHKSQGSEFQTVIMPVVRGYSKMLRRNLLYTG 716
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
consensus !!*!!* !! !!! !! !* !!!!!! !*!* * ! !! !*!!!!!!!!!!!!!!* !**!!!*!! *!!!!!!!!!*
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NTDB id 373249 FOH38 RS02435 WP 143995544.1 ITRAKNFLILCGEPDVLAGGLQRTDDLQRFTSLRARLNPMEATEEIVEVVEASPTKETLQEGKQVISLKLTVDTMPLIHP 796
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEE........MDAELEALQK..........ELPFSVHDA 780
consensus !!!!! !!!!!!!** ! !* ! ! !!!* !! * ******** * ! !! ********** * *****

logo

M
NIGMDEGI

V
S
TPFYDFMDKEEVNQQ

NTDB id 373249 FOH38 RS02435 WP 143995544.1 MIGMDGVSPYDFMDEVN. 813
NTDB id 355 BSU 27480 NP 390625.1 NIGMEGITPFDFMKEEQQ 798
consensus !!!*!**!*!!! ! **
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