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NTDB id 372975 FOD75 RS10545 WP 020843448 .1 . . . . . i i ittt ittt ittt ettt e et e et e e e e e e e e e e e e e e e e e e e e et e e e et e et et e e e oot e e oo 99
NTDB id 358 SMU RS01425 WP 002263523.1 IDA ASTIYSIFLD QNYNLFFTLL PIYJ\ IIFAFRKPFEKMN |ME NAV SSSIIEDING E 399
NTDB id 421 SGO RS10260 WP 012131060.1 IDALASTILSIFLDVSMVEII VLFSQN ELFFMTLL P Y[\ IIF@FMKPFEKMN TMEAN LSSSIIEDINGIE 355
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE 355
NTDB id 483 SM12261 RS00275 WP 000668315.1 IDALASTILSIFLDVSTVVIISLVLFSQNTNLFFHTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE 355

NTDB id 247 KZH43 RS00220 WP 000668290.1 IDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE 355
NTDB id 206 SPD RS00235 WP 000668290.1 IDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE 355
NTDB id 171 SPR RS00230 WP 000668290.1 IDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE 355
NTDB id 131 SP RS00255 WP 000668284.1 IDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE 355
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NTDB id 372975 FOD75 RS10545 WP 020843448 .1 . . . . . i i ittt ittt ittt et ettt e ettt e e e e e e e e e et e e e e e e e et e e et e et e ettt et ettt 99
NTDB id 358 SMU RS01425 WP 002263523.1 479
NTDB id 421 SGO RS10260 WP 012131060.1 Q 435
NTDB id 511 SMSK321 RS10730 WP 000668322.1 TIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF Tjue®is
NTDB id 483 SM12261 RS00275 WP 000668315.1 TIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF Tje i)

NTDB id 247 KZH43 RS00220 WP 000668290.1 TIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFT 435
NTDB id 206 SPD RS00235 WP 000668290.1 TIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFT 435
NTDB id 171 SPR RS00230 WP 000668290.1 TIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFT 435
NTDB id 131 SP RS00255 WP 000668284 .1 TIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFT 435
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NTDB id 372975 FOD75 RS10545 WP 020843448 .1 . . i it ittt it ittt e e e et e e e e e e e e e e e e e e e et e e e e et e e e et e e e e et e e e e 99
NTDB id 358 SMU RS01425 WP 002263523.1 559
NTDB id 421 SGO RS10260 WP 012131060.1 515
NTDB id 511 SMSK321 RS10730 WP 000668322.1 515
NTDB id 483 SM12261 RS00275 WP 000668315.1 515
NTDB id 247 KZH43 RS00220 WP 000668290.1 515
NTDB id 206 SPD RS00235 WP 000668290.1 515
NTDB id 171 SPR RS00230 WP 000668290.1 515
NTDB id 131 SP RS00255 WP 000668284.1 515
consensus * % % * ok ok ok ok
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NTDB id 372975 FOD75 RS10545 WP 020843448 . 1 . . i ittt it it e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 99
NTDB id 358 SMU RS01425 WP 002263523.1 VGENSGSGKTTLAKIRIVNEY PIPUGHY 13 RGN LIEQUIDKINALRREGIIBIYLPQQE\€YVFEG I NL LGAKEGT QEDI RA[# 639
NTDB id 421 SGO RS10260 WP 012131060.1 VG SGSGKTTLAKMMVFYPQG I[®MLGGVNLNQ DKMALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAV 595

NTDB id 511 SMSK321 RS10730 WP 000668322.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVEFNGTILENLLLGAKEGTTQEDILRA Visiels
NTDB id 483 SM12261 RS00275 WP 000668315.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVENGTIL NLLLGAKEGTTQEDILRA Visiels

NTDB id 247 KZH43 RS00220 WP 000668290.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAV 595
NTDB id 206 SPD RS00235 WP 000668290.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAYV| 595
NTDB id 171 SPR RS00230 WP 000668290.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAV 595

NTDB id 131 SP RS00255 WP 000668284.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGSVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAYV| 595
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