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NTDB id 372933 FOG18 RS05505 WP 143866826.1 .MKSLGIKYQLRITTLIPVLLVALLFALFYNGQFSKDLKQHMSRLGEAYIRQLMPAAQYALQQDNHRTLQGLINASTINQ 79
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINP 80
consensus **!!*!!!!!!!!!!!!! !!!!!!! !!!! ! !!!!!!!!!!!!!!!!!!*!!!!!!* *!!!!!!!!!!!!!*

logo EVKALVAFYDNADNGRL ILAYRGGKHS ILHKKPFNTPPADFYTGDFYI ESKQI
LNPSFTTINFFIAP ITIPKFYNLYSSTDTEI FLKREPLSSTQTNPFKI FLQAPDD

NTDB id 372933 FOG18 RS05505 WP 143866826.1 EVKAVAFYDANGRLLAYRGGKHSLKKPFTPPAFTGDFIESKQLNSTTINFFAPITIPKYNLYSTDILRPSTQNFILQPDD 159
NTDB id 1263 GCO85 RS09730 WP 080450539.1 EVKALAFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADD 160
consensus !!!!*!!! ! !!!*!!!!!!!!**!!! !! *!!!*!!!!!*!* !!!! !!!!!!!*!!!!* ** * * ! !*!!
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THYFLSKR IYMP IASRLRRSMKQI LRSNEFETE IRVSSAPGELGI

V

NTDB id 372933 FOG18 RS05505 WP 143866826.1 ILGWLSINIDTQSMLIKRYQMLIVTIFITLFGLLIGLATHYFLSKRIYMPISRLRRSMKQILRNEFETEIRVSSAGELGV 239
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ILGWLSIDIDTQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGI 240
consensus !!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!*!!!!*
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VATADLQQSLELLEEKNI ELSLMEKKKSTEEKNSRQKSEF IANMSHE IRTPMNGVIGFT
NTDB id 372933 FOG18 RS05505 WP 143866826.1 IEEGCAHLQKQYLDTIRDLNHHIEVATADLQQSLELLEEKNIELSMEKKKSEEKNRQKSEFIANMSHEIRTPMNGVIGFT 319
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IEKGCAHLQRQYLNTVRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFT 320
consensus !! !!!!!!*!!! !*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!

logo NVLLESKLDPLQLDYVKTIKSTSAQDLLQS I INDI LDFYSKI
MDAGKLHNLDC IPLDIRAGC IDEVLSVLASASPNAHKKGIDL IP ITDS

NTDB id 372933 FOG18 RS05505 WP 143866826.1 NVLLESKLDPLQLDYVKTIKTSAQDLLQIINDILDYSKMDAGKLHLDCIPLDIRACIDEVLVLSAPNAHKKGIDLIPITS 399
NTDB id 1263 GCO85 RS09730 WP 080450539.1 NVLLESKLDPLQLDYVKTIKSSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITD 400
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!*!!*!!!!!*!!!!!!!!!*!!!!!! ! !!!!!!!!!!!!!!
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NTDB id 372933 FOG18 RS05505 WP 143866826.1 LEVPRTVLGDPLRIKQIISNLVNNAIKFTDKGYVLIRTEVEQEMANDYLLRISVSDTGIGISKEDQSKLFTAFNQADTSI 479
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INVPKMVLGDPLRIKQIISNLVTNAVKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSI 480
consensus * !!* !!!!!!!!!!!!!!!! !!*!!!!*!!!!!!! *!!! !! ! * !!!!!!!*!!!*!!!!!!!!!!!!!
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NTDB id 372933 FOG18 RS05505 WP 143866826.1 TRRYGGSGLGLVICKKLAEEMKGRISLSSELHKGSTFSVHIRVEKLSSYEVEKNQNYRFAHLKVLCFDENRLQLESITNG 559
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TRRYGGSGLGLVICKKLCEEMHGRISLTSEINKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNG 560
consensus !!!!!!!!!!!!!!!!!*!!!*!!!!!*!!**!!!!!! *!*!!!! !!*!!!! *!!!!!!**!!!*!*!*!! ! !!
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NTDB id 372933 FOG18 RS05505 WP 143866826.1 LGHWGIQCTTVNAFDKLAKALEHNKNCDFAFINVKQGYEAQIADLLKAHPNKTYILVSKWPIADVKSFGAQVFLYQPISI 639
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVNQGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISI 640
consensus !!*!!! * ! ! !! * ! **! ! !!!!! !!*! ! !*!* !** ***!*!!!!! ! !! !!! !!!!
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NTDB id 372933 FOG18 RS05505 WP 143866826.1 QKLHDIIESLMHQPSVPPSLVPQEVENLREQLRFSHPDILIAEDNPVNRMLLNSLLGENANMESVSDGEQAVVICNEKRF 719
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QKLQDLIESIANENQT.EKNTNQELDTLREQLRFLHPEILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKF 719
consensus !!!*!*!!!* * * ** *!!** !!!!!!! !!*!!!!!!!!!!*!!! !!! !!!* *! !!! !! ! *!*!
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NTDB id 372933 FOG18 RS05505 WP 143866826.1 QVILLDLQMPKLNGLEAAKKIRHESLLNRHTPILLLSASSTDINRDKLKNAGIDHCLHKPVEEKQLISHLLRLMDKAQHA 799
NTDB id 1263 GCO85 RS09730 WP 080450539.1 DMILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDLSSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHA 799
consensus *!!!!!*!!!!!!!!!!! !!* !!*!*!*!!*!**!!!*!* *! !*!*! *!!**!!!!* **!!**!! !!
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NTDB id 372933 FOG18 RS05505 WP 143866826.1 AIDWSLCVQKLSGNQKLAEDFLARFVEELKKDRLELIQLMRDKNIRGLASAAHKLHGACSFCGVPMLQKKVREFEIMTQQ 879
NTDB id 1263 GCO85 RS09730 WP 080450539.1 AIDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKGLADLAHKLHGACCFCGVPILQKRVAQLEKLARR 879
consensus !!!! !!!!!*!!!! !!!*!!!*!*!!! ! ! ! ! !!* !!**!!! !!!!!!!!*!!!!!*!!!*! ! *

logo

T
V
A
KNASDEDNLARESALFATDEL IVQRS IDAVIDSEYENQYYSEQP

NTDB id 372933 FOG18 RS05505 WP 143866826.1 VKNSEDLRSLFAELVQRIDAVIDEYENYYSEP 911
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TANADNLAEAFTDLIQSIDAVISEYENQYSQ. 910
consensus ! * ! ! *!*! !!!!! !!!! !! *
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