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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 372831 FNT16 RS06630 WP 143870826.1 MASRGINKVILVGNLGQDPEVRYMPNGNAVANLTLATSESWKDRNSGQMQEKTEWHRIVIFGKLAEIAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEG..........YGQSQ.......EAYQRPAQQ 135
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEG..........YGQSQ.......EAYQRPAQQ 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDF.GGNQG........SGWNQAPAQTNYNQGGYSDNYAQ 145
NTDB id 372831 FNT16 RS06630 WP 143870826.1 EGKLQTRKWQDQQGQDRYSTEIVVD.INGSMQMLDRRSDNAGQ.G..GGYQQPQAQQPQYNQNQPQQQAPQQSYQQPAAQ 156
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQGGMNVPAQQ.GSWG..QPQQ.........PAKQ 147
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 SRQPASDAPSHPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SRQPAPDAPSHPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGGN.....ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 372831 FNT16 RS06630 WP 143870826.1 .PQYNQAPPQQPAQNRPAPAPQA.APPAEPNLDFDDDIPF 194
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .....H....QPMQQSAPQQYSQ.PQYNEPPMDFDDDIPF 177
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