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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
consensus **!!!!**!*!!*!!**!****!**! ****!!!!*!*!* !** !*!!!! ***** *****!**!!*!!* !!

logo

V
I
LEGKQRI

L
K
Q
S
TRKYWQGDKQSDNGNIQEDRTYSATYTDEVIQVGLVAQGKFYNRDGNI

V
E
L
M
V
K
Q

L
MLDGSGRAESNGQSEQGNGSDGSGGMAFGPAGYDENQSQEGGMSYGW

Q
N
S
N
Q
A
VPAQTNYNQEGGASWYSGQQDRDNPFQYAAGQGPQAGNSRQPAKNPS

NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG.APYEEGYGQS.........QEAYQRPAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG.APYDEGYGQS.........QEAYQRPAQQSRQPAP 141
NTDB id 372816 FMM02 RS06240 WP 147494047.1 IEGQLQTRKWQDQNGNDRYTTEIVLQKFRGELVLLDSREGGSGSGFGGSGG...............SYGDDFGGG....S 138
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG..MPAQGGM...NVPAQ....QGSWGQPQQPA....K 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD..FGGNQGSGWNQAPAQTNYNQGGYSDNYAQN....N 147
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NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 372816 FMM02 RS06240 WP 147494047.1 SGAT....GGNSRQQTRPQPAAFDTDLDDDVPF 167
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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