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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 372672 FNC98 RS02150 WP 143579716.1 MASRGVNKVIIVGNLGQDPEVRFFPSGGAVCNVTIATSESWKDKQTGEQKEITEWHRVVFNNRLAEIAGEYLKKGSKVYV 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEG.......................YGQSQEAY 129
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEG.......................YGQSQEAY 129
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGD.FGGN......QGSGWNQAPAQ.TNYNQGGYSDNYAQN 146
NTDB id 372672 FNC98 RS02150 WP 143579716.1 EGRLQTRKWQNQQGQDQYTTEIRANE....MQMLDSRGAGQG.AGQGGGFNQSQAGGFNQQSAQQPAMQQGGYQQNQGGF 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVP..............AQQGSWGQ..... 140
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 QRPAQQSRQPASDAPSHP.........QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QRPAQQSRQPAPDAPSHP.........QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 N..............NFN......GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 372672 FNC98 RS02150 WP 143579716.1 N...QQSSQPAAQQPQQQGGFQQNQGGFQQNNQQQAPKVNPQEPVMDFDDDIPF 206
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .....P.QQPAKQ...........HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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