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NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
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NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG 160
NTDB id 372621 FNL97 RS05390 WP 143415172.1 ................................................................................ 0
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EGQKDLKLGELLLQKGWI SREALEEALVEQEKTGDLLGR I LVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 EGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL 240
NTDB id 372621 FNL97 RS05390 WP 143415172.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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LRSDALRYGAVP IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 LRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL 320
NTDB id 372621 FNL97 RS05390 WP 143415172.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1366 NTHI RS01950 WP 011271972.1 ..................................................................MTSYALLHTQRVTA 14
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..................................................................MSQYTI.....CEQ 9
NTDB id 1028 TT RS08215 WP 011173991.1 KEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDP. 399
NTDB id 372621 FNL97 RS05390 WP 143415172.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1366 NTHI RS01950 WP 011271972.1 QNGEIFTISPDLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITG.....KPVEPILLESSQLKEL 89
NTDB id 1384 A4U84 RS08525 WP 010787006.1 QTERIFDISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTH.....KQIEPVVIASDELKYL 84
NTDB id 1028 TT RS08215 WP 011173991.1 .........PDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKL 470
NTDB id 372621 FNL97 RS05390 WP 143415172.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1366 NTHI RS01950 WP 011271972.1 LQQLTPHQMQVEEQVKFYQHQ...ETHFEQE.DDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPL 165
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LNALSPEQQPIYEESELAFVE...QEQEQLN.LNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKS 160
NTDB id 1028 TT RS08215 WP 011173991.1 IERFYGKAELSEIAKEFAKKQAEEEVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYST 550
NTDB id 372621 FNL97 RS05390 WP 143415172.1 .................................MNEIEYVADRLIKEASLLHVSDIHIVPRKDDAIVRFRLDGLLMEKEA 47
NTDB id 96 BSU 24730 NP 390353.1 .................................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRD 47
consensus * * * *** ****** * *!!!!**** * ****!*!**!

logo

I
M
L
K
P
T
S
I
K
G
I
Q
E
A
E
F
L
M

L
A
C
E
S
V
N
A
R
I
V
L ITSVHR I

L
V
FKI

F
L
M
L
G
S
A
A
G
K
M
L
N
DIAGSEKLNRRKQRLPQNSDGAQSRLMVFEQRSTALYFTKREHLTAGKQTFLSAEEGIDDNTI ILVHDFLRMVLSSTLPTHSVINWYDEGESKAILVMILRAVLMLQQKPKNQANYKSPDFNTVEFSI FILPDEPSRFIADELSDEKQLSGMFLANTFAEPGKQNATVQ

NTDB id 1366 NTHI RS01950 WP 011271972.1 ISKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQ 245
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQ 240
NTDB id 1028 TT RS08215 WP 011173991.1 LPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREG.AIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGV 629
NTDB id 372621 FNL97 RS05390 WP 143415172.1 LTKEMCERLITHFKFLAGMDIGERRRPQSGAMEARHQ.EEIIHLRLSTLPTSYDESLVIRLLPQN.FFIPRSQLSLFANA 125
NTDB id 96 BSU 24730 NP 390353.1 MKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQY.NIPSIDKLSLFPKT 125
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NTDB id 1366 NTHI RS01950 WP 011271972.1 QQAFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLN.TPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLR 324
NTDB id 1384 A4U84 RS08525 WP 010787006.1 QTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLR 319
NTDB id 1028 TT RS08215 WP 011173991.1 FERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIA.TPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLR 708
NTDB id 372621 FNL97 RS05390 WP 143415172.1 TKTLLSLFRQPQGLIIFTGPTGSGKTSTLYTLLRICQYEWHRNVITLEDPVEKRIDNILQVQINEKAGITYTTGLKAVLR 205
NTDB id 96 BSU 24730 NP 390353.1 GATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILR 205
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NTDB id 1366 NTHI RS01950 WP 011271972.1 QDPDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGNL 404
NTDB id 1384 A4U84 RS08525 WP 010787006.1 QDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVG 399
NTDB id 1028 TT RS08215 WP 011173991.1 QDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEV 788
NTDB id 372621 FNL97 RS05390 WP 143415172.1 HDPDVIMIGEIRDAETAKIAVRSAMTGHLIATTMHTKNAVGAIYRLREFGIPLGDIEQTLLAVVAQRLVDLVCPFCGEHC 285
NTDB id 96 BSU 24730 NP 390353.1 HDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGC 285
consensus *!!!*!**!!!!! !*!**!*****!!!!*****!!**!* !* !! **!** *!*********!!!!***!* !



logo

I
K
S
P
S
D
I
V

F
YCRKQHPSERNSTI

L
TRRLAAGSLVHSYEAE IQGARLYLKYGKMNAGNSCLCDEQSDENQRACGHYIGQESTGAVYQKRTGKNREHYIKAGI

N
T
V
H
Y
E
H
Q
C
F
L
Y
Q
Y
L
H
S
V
T
R
V
W
L
D
R
T
Q

A
D
H
Q

E
I
K
N
V

G
K
I
F
Y
R
D
H
K
A
G
V
I
V
A
A
LGFKYSLAPTATEHNIKE

K
I
Q
A
T
A
R
Q
R
Y

K
L
T

G
D
M
F
E
K
S

N
S
T

NTDB id 1366 NTHI RS01950 WP 011271972.1 I.............................NSCDCHQ.GYRGRIGVYQFLHWQQNGY.................QTDFEN 437
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ...............................CDECYQ.GYRGRIGVYQCLSRTAKKFD............KQTAYLDFSS 435
NTDB id 1028 TT RS08215 WP 011173991.1 KPD....PETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIARRKGMKT 864
NTDB id 372621 FNL97 RS05390 WP 143415172.1 S.IFCRKHRSIRRAAVHE.......LLYGNALSNAIQS.VQTKEKTHHYYTLQHVIRKGVALGFLPAH............ 344
NTDB id 96 BSU 24730 NP 390353.1 SSVYCRQSRNTRRASVYE.......LLYGKNLQQCIQE.AKGNHANYQYQTLRQIIRKGIALGYLTTN............ 345
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NTDB id 1366 NTHI RS01950 WP 011271972.1 LRESGLEKVSQGITDEKEIERVLGKNS. 464
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 1028 TT RS08215 WP 011173991.1 LREDGLYKALQGITTL...EEVLARTIE 889
NTDB id 372621 FNL97 RS05390 WP 143415172.1 ....LLYR.................... 348
NTDB id 96 BSU 24730 NP 390353.1 ....NYDRWVYHEKD............. 356
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