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NTDB id 372482 CVULP RS07875 WP 099507683.1 MQFDLLLKREFSGKNVVLLQGPVGNFFLRLAKKLKKMDAKITKINFNGGDFFFYPKGRIYKGSKENLAAFYEDFFTQNQT 80
NTDB id 1240 Cj1413c YP 002344796.1 MRFSTKIKKEFSGKNVLLLQGPVGNFFHHLAVKMRKNQTKVFKLNFNGGDFFFYPSGTRCKCDEKDLENFYRDFFQNKKI 80
consensus ! ! *!*!!!!!!!*!!!!!!!!!!**!! !**! !* !*!!!!!!!!!!! ! *!* ! !! !!! *
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NTDB id 372482 CVULP RS07875 WP 099507683.1 EVVLMYNDCRFINHTGLEVAKKLGIAVWVFEEGYLRPYCITLEKDGVNANSAMPRDKNFYLNLNLKDISAEIKMIPGGFK 160
NTDB id 1240 Cj1413c YP 002344796.1 DAILMYNDCRIIHAKAIKVAKELGIEIWIFEEGYLRPYCITLEKDGVNANSSLPRDKNFYLSQNIFT.KESIKEIPGGFK 159
consensus * *!!!!!!! !** ** !!! !!! *!*!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!! !* * !! !!!!!!
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L
A
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NTDB id 372482 CVULP RS07875 WP 099507683.1 FMGFYSFLYWFFAFILSPFFNNALHHRPLNPLEMFAWFRALFLKYKYKISEKRLNAKIYSLEKKYFLAILQVYNDTQILH 240
NTDB id 1240 Cj1413c YP 002344796.1 FMAFDAFLYWLFAFILAPFFNNKLHHRTLYPFEFLFWFRSLYRKYLYKITEKKLNEKIYNLEKKYFLAILQVYSDTQIKY 239
consensus !!*! !!!! !!!!! !!!!! !!!!*! ! ! !!! !* !! !!!*!!*!! !!! !!!!!!!!!!!!! !!!! *
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NTDB id 372482 CVULP RS07875 WP 099507683.1 HYKKDIENFIEETILSFANHARAKSYLVFKHHPMDRGYRNYATLIEKLSEKYHVEGRILYVHDSYLPLLLQNALGCITIN 320
NTDB id 1240 Cj1413c YP 002344796.1 HYKKSIEHFIEETILSFANHARAKSYLVFKHHPMDRGYKNYFKLINDLSRKYHVEGRVLYVHDTHLPVLLRKALGCITIN 319
consensus !!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !! !! !!!!!!!*!!!!!**!!*!! !!!!!!!!

logo STVGLSAI LMEGCPTKVCGENAFYDNFEGLSTYPKKLHQFFWREAHAYKPNPSLVLVCSNQFKKYLLQTNQFINGNFYKNFSFSLDMKR
NTDB id 372482 CVULP RS07875 WP 099507683.1 STVGLSAIMEGCPTKVCGEAFYDFEGLTYPKKLHFFWREAHAYKPNSLLVSQFKKYLLQTNQINGNFYKNSSLMR 395
NTDB id 1240 Cj1413c YP 002344796.1 STVGLSAILEGCPTKVCGNAFYNFEGLSYPKKLQFFWREAHAYKPNPVLVCNFKKYLLQTNQFNGNFYKNFFLDK 394
consensus !!!!!!!!*!!!!!!!!! !!! !!!!*!!!!!*!!!!!!!!!!!!**!!**!!!!!!!!!! !!!!!!! ! *
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