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FYYLINCYDYHNSLKGSTKALVAYEKRVLKEVAKDNLAKLGKEQLIKKRPRFE
NTDB id 372479 CVULP RS06995 WP 372712702.1 ......MILLTIFSISLFAKYELDEEFKGYFNALNCSIVLNKIYYINCYDYHLKGSKALAYEVKAKNLALKQLKKRPRFE 74
NTDB id 1225 CJE RS07175 WP 011049930.1 MKKLIILSLLSTLAFADYTQYKPSEDFAKYFTKQNCSQVLDKFYYINCYDYSLKGTKAVAYRLEADNLKGEQIKKRPRFE 80
NTDB id 1224 CJE RS02830 WP 011049704.1 MKKLILLPLLSTLAFADYTQYKPSEEFAKYFTKQSCSQVLDKFYYLNCYDYNLKGTKAVAYKLEVDNLKGEQIKKRPRFE 80
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VWNDKI EKREREQLVALRSKFLQGKS ILDEVL
NTDB id 372479 CVULP RS06995 WP 372712702.1 EDFSLAKKYRTHWEDYKNSSYSRGHIAPNASFSYSLASQKAVFLMSNITPQNFQINNKIWNDIEKRERELARKFQKIDVL 154
NTDB id 1225 CJE RS07175 WP 011049930.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVALKLGSLEVL 160
NTDB id 1224 CJE RS02830 WP 011049704.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVASKLGSLEVL 160
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NTDB id 372479 CVULP RS06995 WP 372712702.1 NLILYDENPKRIKNYIAVPSFYIKIFKAKDFKECYKVPNLDVIDENINTYQISCENF 211
NTDB id 1225 CJE RS07175 WP 011049930.1 NLVNYDNNPQRIKNNIAIPSSYTKILKGDNFKECYQVPNHDVENENLRIYKVKCDNF 217
NTDB id 1224 CJE RS02830 WP 011049704.1 NLVNYDNNPQRIRNQIAIPSSYIKILKGENFKECYQVPNHEVEDENIRKYKIDCDKI 217
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