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NTDB id 613 LCA RS05340 WP 231952379.1 .MM....WQDYWQRYRRFW..WVPCLVLLGIIAGGFYWHQSQQKQKVTQ.NEQ...LLATS....ASKTKPATKKTHQAA 65
NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQ.........AV....PTETENTVVKQEANND 56
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ................................................................................ 0
NTDB id 595 KW2 RS08725 WP 021037687.1 .......MEKILDKLKEYWKIMLLV..VCALIAGGIFYIFTNSPKPAE..TLSVENLSSSSTKSSV.....SKFNSSSSE 64
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .......MESIIEKIKEY.KIIVICT.GLGLLVGGFFLLKPAPHTPVKETNLQAEVV.AIS..KDSSTEKDVKKEEKEEP 68
NTDB id 493 SM12261 RS04300 WP 000387351.1 .......MEAIIEKIKEY.KIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEVV.AVS..KDSVSEKEVKKEEKEEP 68
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAIIEKIKEY.KIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVS..KDLVSEKEVNKEEKEEP 68
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAIIEKIKEY.KIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVS..KDLVSEKEVNKEEKEEP 68
NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAIIEKIKEY.KIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVS..KDLVSEKEVNKEEKEEP 68
NTDB id 153 SP RS04730 WP 000387344.1 .......MEAIIEKIKEY.KIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVS..KDSSTEKEVKKEEKEEP 68
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQW.KLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNS 79
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQW.KLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNS 79
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ................................................................................ 0
NTDB id 1127 NGFG RS10560 WP 003703428.1 ................................................................................ 0
NTDB id 1126 NGFG RS09375 WP 003703428.1 ................................................................................ 0
NTDB id 1125 NGFG RS07215 WP 003703428.1 ................................................................................ 0
NTDB id 1108 NGFG RS06525 WP 003703428.1 ................................................................................ 0
NTDB id 372475 CVULP RS05470 WP 099507826.1 ................................................................................ 0
NTDB id 1242 Cj0011c YP 002343483.1 ................................................................................ 0
NTDB id 1272 LPP RS04360 WP 010946546.1 ................................................................................ 0
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ................................................................................ 0
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ................................................................................ 0
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ................................................................................ 0
NTDB id 1294 VP RS04495 WP 021449594.1 ................................................................................ 0
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ................................................................................ 0
NTDB id 1362 HI 1008 AAC22669.1 ................................................................................ 0
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NTDB id 613 LCA RS05340 WP 231952379.1 TKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQ 145
NTDB id 105 BSU 25590 NP 390437.1 ESNETIVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGG..... 130
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ................................MQYSMRFWKNKYFVLIMLCLGVISPSVCAQSFDQNFQEWKVKQQMYDQ 48
NTDB id 595 KW2 RS08725 WP 021037687.1 KNKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDS.... 139
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESA.......... 137
NTDB id 493 SM12261 RS04300 WP 000387351.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAA.......... 137
NTDB id 263 KZH43 RS04195 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV.......... 137
NTDB id 222 SPD RS04535 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV.......... 137
NTDB id 188 SPR RS04295 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV.......... 137
NTDB id 153 SP RS04730 WP 000387344.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAV.......... 137
NTDB id 36 MW RS08230 WP 001793467.1 KNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKG........QKNVEP 149
NTDB id 20 SA RS08005 WP 001802022.1 KNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKG........QKNVEP 149
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ......................MS.IRH..........FFT...FFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDT 44
NTDB id 1127 NGFG RS10560 WP 003703428.1 .......MSRGGA....TPYRFLL.IRH..........IVARCGLLFATLKGK.TMKKMFV................... 38
NTDB id 1126 NGFG RS09375 WP 003703428.1 .......MSRGGA....TPYRFLL.IRH..........IVARCGLLFATLKGK.TMKKMFV................... 38
NTDB id 1125 NGFG RS07215 WP 003703428.1 .......MSRGGA....TPYRFLL.IRH..........IVARCGLLFATLKGK.TMKKMFV................... 38
NTDB id 1108 NGFG RS06525 WP 003703428.1 .......MSRGGA....TPYRFLL.IRH..........IVARCGLLFATLKGK.TMKKMFV................... 38
NTDB id 372475 CVULP RS05470 WP 099507826.1 .......................................................MKKIFF................... 6
NTDB id 1242 Cj0011c YP 002343483.1 .......................................................MKKLLF................... 6
NTDB id 1272 LPP RS04360 WP 010946546.1 ......................................MKARLI..AILLSFIVIPFSSQ....AENE.PQK........ 27
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ......................................MKARLI..AILLSFIVIPFSSQ....AENE.PQK........ 27
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ....................................MQIKTKIVTLFLSLCLPTLPLLAN....AEETAPAA........ 32
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ....................................MQIKTKIVTLFLSLCLPTLPLLAN....AEETAPAA........ 32
NTDB id 1294 VP RS04495 WP 021449594.1 ...........................................MKWILTLCLVVFAPLSL....AAD..TKA........ 23
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ......................................MKKLSRYTFSLLFG.LFSATTF....AEEKVTTSTEH....T 33
NTDB id 1362 HI 1008 AAC22669.1 ......................................MKTL..FTSVVLCGALVVSSSF....AEEKATXQTAQ....S 32
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NTDB id 613 LCA RS05340 WP 231952379.1 IATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQT.LNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKT 224
NTDB id 105 BSU 25590 NP 390437.1 ...........GGSVQ....SDGGKGALVNINTATLEELQG.ISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKS 194
NTDB id 1069 ABD1 RS03060 WP 043960841.1 KLNIS.KSSHSNSSKISQTKNFNDSTGQIHLNQANVNEFQQ.LKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAI 126
NTDB id 595 KW2 RS08725 WP 021037687.1 PTG.......SSVSNQ....ISTTSGPKVNINKADLTELQK.LTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKT 207
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .......SQHTGSGAP....SSTSKDKKINLNKASLEELKQ.VKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKT 205
NTDB id 493 SM12261 RS04300 WP 000387351.1 .......SQQAGPGTA....SSTSKEKKVNLNKASLEELKQ.VKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKT 205
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......SQQTGLGTA....SSISKEKKVNLNKASLEELKQ.VKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 222 SPD RS04535 WP 000387330.1 .......SQQTGLGTA....SSISKEKKVNLNKASLEELKQ.VKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 188 SPR RS04295 WP 000387330.1 .......SQQTGLGTA....SSISKEKKVNLNKASLEELKQ.VKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 153 SP RS04730 WP 000387344.1 .......SQQTGSGTA....SSTSKEKKVNLNKASLEELKQ.VKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 36 MW RS08230 WP 001793467.1 QIGVN......SVHVK....NGNTNNTKVNLNTASVSELMS.VPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKT 218
NTDB id 20 SA RS08005 WP 001802022.1 QIEVN......SVHVK....NGNTNNTKVNLNTASVSELMS.VPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKT 218
NTDB id 1014 ACIAD RS13855 WP 004924483.1 RLNSS.ASHHSLSKPT....QQSGTGVKVNINSATAKELQQ.LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKF 118
NTDB id 1127 NGFG RS10560 WP 003703428.1 ..........LFCMLF....SCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAV 103
NTDB id 1126 NGFG RS09375 WP 003703428.1 ..........LFCMLF....SCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAV 103
NTDB id 1125 NGFG RS07215 WP 003703428.1 ..........LFCMLF....SCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAV 103
NTDB id 1108 NGFG RS06525 WP 003703428.1 ..........LFCMLF....SCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAV 103
NTDB id 372475 CVULP RS05470 WP 099507826.1 ..........LM..FA....LASFLFAAVNLNTATLEELKG.LKGIGETKARAILDYRKE.QNFTSIEELKKVKGIGDKT 68
NTDB id 1242 Cj0011c YP 002343483.1 ..........LF..FA....LTAFLFGAVNINTATLKELKS.LNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKL 68
NTDB id 1272 LPP RS04360 WP 010946546.1 .................TPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRF 90
NTDB id 1249 GCO85 RS04230 WP 010946546.1 .................TPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRF 90
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ...................QVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEAT 93
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ...................QVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEAT 93
NTDB id 1294 VP RS04495 WP 021449594.1 ...................DKYEGIEITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEAT 84
NTDB id 1382 A4U84 RS07375 WP 062924234.1 P..........VVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKAT 102
NTDB id 1362 HI 1008 AAC22669.1 V..........VTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKAT 102
consensus ***! !* ** * !*! **! *!***! ** ! ***** *! !*! *
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NTDB id 613 LCA RS05340 WP 231952379.1 FEQLQSQICVN................. 235
NTDB id 105 BSU 25590 NP 390437.1 FEKIKSSITVK................. 205
NTDB id 1069 ABD1 RS03060 WP 043960841.1 FEKNKSRLAL.................. 136
NTDB id 595 KW2 RS08725 WP 021037687.1 LEKLKDEISID................. 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 IEKLKDYVTVD................. 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 IEKLKDYVTVD................. 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 IEKLKDYVTVD................. 216
NTDB id 222 SPD RS04535 WP 000387330.1 IEKLKDYVTVD................. 216
NTDB id 188 SPR RS04295 WP 000387330.1 IEKLKDYVTVD................. 216
NTDB id 153 SP RS04730 WP 000387344.1 IEKLKDYVTVD................. 216
NTDB id 36 MW RS08230 WP 001793467.1 FDKLKSYFTI.................. 228
NTDB id 20 SA RS08005 WP 001802022.1 FDKLKSYFTI.................. 228
NTDB id 1014 ACIAD RS13855 WP 004924483.1 IEKNRDRLAI.................. 128
NTDB id 1127 NGFG RS10560 WP 003703428.1 LAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 LAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 LAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 LAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 372475 CVULP RS05470 WP 099507826.1 FEDLKDSVVVE................. 79
NTDB id 1242 Cj0011c YP 002343483.1 FEKIKNDITIE................. 79
NTDB id 1272 LPP RS04360 WP 010946546.1 VDKNREKLKEIFVIN............. 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 VDKNREKLKEIFVIN............. 105
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 VRNNAARILL.................. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 VRNNAARILL.................. 103
NTDB id 1294 VP RS04495 WP 021449594.1 IKKNEDRILL.................. 94
NTDB id 1382 A4U84 RS07375 WP 062924234.1 LEKNRDCIVIE................. 113
NTDB id 1362 HI 1008 AAC22669.1 LEKNRDRIIF.................. 112
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