
logo MKNI SLPFKIVAAREGTGRSFYSYFLRKKMSAVKKVLVPFLVVGLMLAAGNDSVHYAYSGRGNGS IARGDDYPAHYYKNGSQE IDKQWRMYSRQCTSFAVA
NTDB id 144 SP RS11240 WP 000698569.1 MKILPFIARGTSYYLKMSVKKLVPFLVVGLMLAAGDSVYAYSRGNGSIARGDDYPAYYKNGSQEIDQWRMYSRQCTSFVA 80
NTDB id 37234 SPN032672 RS04700 WP 041178981.1 MKILPFIARGTSYYLKMSVKKLVPFLVVGLMLAAGDSVYAYSRGNGSIARGDDYPAYYKNGSQEIDQWRMYSRQCTSFVA 80
NTDB id 255 KZH43 RS10055 WP 000698573.1 MKILPFIARGTSYYLKMSVKKLVPFLVVGLMLAAGDSVYAYSRGNGSIARGDDYPAYYKNGSQEIDQWRMYSRQCTSFVA 80
NTDB id 180 SPR RS10215 WP 000698573.1 MKILPFIARGTSYYLKMSVKKLVPFLVVGLMLAAGDSVYAYSRGNGSIARGDDYPAYYKNGSQEIDQWRMYSRQCTSFVA 80
NTDB id 214 SPD RS10730 WP 000698544.1 MKILPFIARGTSYYLKMSVKKLVPFLVVGLMLAAGDSVHAYSRGNGSIARGDDYPAYYKNGSQEIDQWRMYSRQCTSFVA 80
NTDB id 492 SM12261 RS09205 WP 000798432.1 MKNSPFKVAETGFSFRKSAKKVVPFLVVGLMLAAGNSVYAYSGGNGSIARGDDYPAHYKNGSQEIDKWRMYSRQCTSFAA 80
NTDB id 520 SMSK321 RS10490 WP 000703686.1 MKISPFKVAETRFSFRKSAKKVVPFLVVGLMLAAGNSVYAYSGGNGSIARGDDYPAHYKNGSQEIDKWRMYSRQCTSFAA 80
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logo FRLSNVNGFE IPAAYGNANEWGYHRARREGYRVDNRTPATIGS IATWSTAGTYGHVAWVSNVI
MGDEQI E I EEYNYGI

Y
R
TESYNKR I

V
NTDB id 144 SP RS11240 WP 000698569.1 FRLSNVNGFEIPAAYGNANEWGHRARREGYRVDNTPTIGSITWSTAGTYGHVAWVSNVMGDQIEIEEYNYGYTESYNKRV 160
NTDB id 37234 SPN032672 RS04700 WP 041178981.1 FRLSNVNGFEIPAAYGNANEWGHRARREGYRVDNTPTIGSITWSTAGTYGHVAWVSNVMGDQIEIEEYNYGYTESYNKRV 160
NTDB id 255 KZH43 RS10055 WP 000698573.1 FRLSNVNGFEIPAAYGNANEWGHRARREGYRVDNTPTIGSITWSTAGTYGHVAWVSNVMGDQIEIEEYNYGYTESYNKRV 160
NTDB id 180 SPR RS10215 WP 000698573.1 FRLSNVNGFEIPAAYGNANEWGHRARREGYRVDNTPTIGSITWSTAGTYGHVAWVSNVMGDQIEIEEYNYGYTESYNKRV 160
NTDB id 214 SPD RS10730 WP 000698544.1 FRLSNVNGFEIPAAYGNANEWGHRARREGYRVDNTPTIGSITWSTAGTYGHVAWVSNVMGDQIEIEEYNYGYTESYNKRV 160
NTDB id 492 SM12261 RS09205 WP 000798432.1 FRLSNVNGFEIPAAYGNANEWGYRARREGYRVDNRPAIGSIAWSTAGTYGHVAWVSNVIGDEIEIEEYNYGIRESYNKRV 160
NTDB id 520 SMSK321 RS10490 WP 000703686.1 FRLSNVNGFEIPAAYGNANEWGYRARREGYRVDNTPTIGSIAWSTAGTYGHVAWVSNVIGDEIEIEEYNYGIRESYNKRI 160
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logo

V
IKANTMTGF IHFKDLADSGGSVGNSQSSPTASTGGTHFYFKSTKASAIKNTQEPLAVSGATVIDYYYPGEKVHYDQI LEKDGYKWLSYTAY

NTDB id 144 SP RS11240 WP 000698569.1 IKANTMTGFIHFKDLDGGSVGNSQSSTSTGGTHYFKTKSAIKTEPLASGTVIDYYYPGEKVHYDQILEKDGYKWLSYTAY 240
NTDB id 37234 SPN032672 RS04700 WP 041178981.1 IKANTMTGFIHFKDLDGGSVGNSQSSTSTGGTHYFKTKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAY 240
NTDB id 255 KZH43 RS10055 WP 000698573.1 IKANTMTGFIHFKDLDSGSVGNSQSSASTGGTHYFKTKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAY 240
NTDB id 180 SPR RS10215 WP 000698573.1 IKANTMTGFIHFKDLDSGSVGNSQSSASTGGTHYFKTKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAY 240
NTDB id 214 SPD RS10730 WP 000698544.1 IKANTMTGFIHFKDLDSGSVGNSQSSASTGGTHYFKTKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAY 240
NTDB id 492 SM12261 RS09205 WP 000798432.1 VKANTMTGFIHFKDLAGGSVGNSQSSPSTGGTHFFKSKAAIKNQPLAS................................ 208
NTDB id 520 SMSK321 RS10490 WP 000703686.1 VKANTMTGFIHFKDLAGGSVGNSQSSASTGGTHFFKSKAAIKNQPLAS................................ 208
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logo NGSYRYVQLEAVNKNPLGNSVLSSTGGTHYFKTIKSAIKTEPLVSGATAVIDYYYPGENKVHYDQI LEKDGYKWLSYTAYNGSR
NTDB id 144 SP RS11240 WP 000698569.1 NGSYRYVQLEAVNKNPLGNSVLSSTGGTHYFKTKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSR 320
NTDB id 37234 SPN032672 RS04700 WP 041178981.1 NGSYRYVQLEAVNKNPLGNSVLSSTGGTHYFKTKSAIKTEPLVSGTVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSR 320
NTDB id 255 KZH43 RS10055 WP 000698573.1 NGSYRYVQLEAVNKNPLGNSVLSSTGGTHYFKIKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSR 320
NTDB id 180 SPR RS10215 WP 000698573.1 NGSYRYVQLEAVNKNPLGNSVLSSTGGTHYFKIKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSR 320
NTDB id 214 SPD RS10730 WP 000698544.1 NGSYRYVQLEAVNKNPLGNSVLSSTGGTHYFKIKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSR 320
NTDB id 492 SM12261 RS09205 WP 000798432.1 ............................................ATAIDYYYPGENVHYDQILEKDGYKWLSYTAYNGSR 244
NTDB id 520 SMSK321 RS10490 WP 000703686.1 ............................................ATAIDYYYPGENVHYDQILEKDGYKWLSYTAYNGSR 244
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logo RYIQLEGLVTSSQKNYQNQSGNSI SNSYGSHNSNGSLSTI
VGWKKINGSWYHFKSNGSKSTGWLKDGSSWYYLKSLSGEMQTGWLKENGLS

NTDB id 144 SP RS11240 WP 000698569.1 RYIQLEGVTSSQNYQNQSGNISSYGSHSSSTVGWKKINGSWYHFKSNGSKSTGWLKDGSSWYYLKLSGEMQTGWLKENGL 400
NTDB id 37234 SPN032672 RS04700 WP 041178981.1 RYIQLEGVTSSQKYQNQSGNISSYGSNNSSTVGWKKINGSWYHFKSNGSKSTGWLKDGSSWYYLKLSGEMQTGWLKENGS 400
NTDB id 255 KZH43 RS10055 WP 000698573.1 RYIQLEGVTSSQNYQNQSGNISSYGSNNSSTVGWKKINGSWYHFKSNGSKSTGWLKDGSSWYYLKLSGEMQTGWLKENGS 400
NTDB id 180 SPR RS10215 WP 000698573.1 RYIQLEGVTSSQNYQNQSGNISSYGSNNSSTVGWKKINGSWYHFKSNGSKSTGWLKDGSSWYYLKLSGEMQTGWLKENGS 400
NTDB id 214 SPD RS10730 WP 000698544.1 RYIQLEGVTSSQNYQNQSGNISSYGSNNSSTVGWKKINGSWYHFKSNGSKSTGWLKDGSSWYYLKLSGEMQTGWLKENGS 400
NTDB id 492 SM12261 RS09205 WP 000798432.1 RYIQLEGVTSSQ...NQSGNSSNYGSNNGLTIGWKKINGSWYHFKSNGSKSTGWLKDGSSWYYLKSSGEMQTGWLKENGL 321
NTDB id 520 SMSK321 RS10490 WP 000703686.1 RYIQLEGLTSSQNYQNQSGNSSNYGSNNSSTVGWKKINGSWYHFKSNGSKSTGWLKDGSSWYYLKSSGEMQTGWLKENGL 324
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logo WYYLDGSSGAMKTGWYQVSGEKWYYSYSSGEALAI
VNTTVDGYRVNSDGVERV

NTDB id 144 SP RS11240 WP 000698569.1 WYYLGSSGAMKTGWYQVSGKWYYSYSSGALAVNTTVDGYRVNSDGERV 448
NTDB id 37234 SPN032672 RS04700 WP 041178981.1 WYYLGSSGAMKTGWYQVSGKWYYSYSSGALAVNTTVDGYRVNSDGERV 448
NTDB id 255 KZH43 RS10055 WP 000698573.1 WYYLGSSGAMKTGWYQVSGEWYYSYSSGALAINTTVDGYRVNSDGERV 448
NTDB id 180 SPR RS10215 WP 000698573.1 WYYLGSSGAMKTGWYQVSGEWYYSYSSGALAINTTVDGYRVNSDGERV 448
NTDB id 214 SPD RS10730 WP 000698544.1 WYYLGSSGAMKTGWYQVSGEWYYSYSSGALAINTTVDGYRVNSDGERV 448
NTDB id 492 SM12261 RS09205 WP 000798432.1 WYYLDSSGAMKTGWYQVSGKWYYSYSSGELAVNTTVDGYRVNSDGERV 369
NTDB id 520 SMSK321 RS10490 WP 000703686.1 WYYLDSSGAMKTGWYQVSGKWYYSYSSGALAVNTTVDGYRVNSDGVRV 372
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