logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

37232 SPN032672 RS04665 WP 000867610.1

277
236
202
167
507
535

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

37232 SPN032672 RS04665 WP 000867610.1

277
236
202
167
507
535

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

37232 SPN032672 RS04665 WP 000867610.1

277
236
202
167
507
535

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

37232 SPN032672 RS04665 WP 000867610.1

277
236
202
167
507
535

consensus

LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

oy R

BLDYLGRLFTENELT EEERQLAEKLPAMRKEKGKLFCQRCNSTIBLEEWYLPIGAYYCRECLLMKRY|
BLDYLGRLFTENELT EEERQLAEKLPAMRKEKGKLFCQRCNSTIBLEEWYLPIGAYYCRECLLMKRY|
BLDYLGRLFTENELT] EEERQLAEKLPAMRKEKGKLFCQRCNSTIBLEEWYLPIGAYYCRECLLMKRY|
BLDYLGRLFTENELT EEERQLAEKLPAMRKEKGKLFCQRCNSTIBLEEWYLPIGAYYCRECLLMKRY|
NLDYLGRLFTENELT EEERQLAEKLPAMRKEKGKLFCQRCNSTIR
EEERQLAEKLPAMRKEKGKLFCQRCNSTIR

. [EERQLAEKLPAMRKEKGKLFCQRC SHIR
! ok k| * h b Dokokkok ok kok 1 1k | T !

A e Ao, DA R AR GELKe EATANTE [ e A L

VEGDWIRIT VIZECHLFENN I PXR T EERIHNZHEHIA
Q
..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
MDD VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
MDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
MDD VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
ADVLKWRGQLTPFQEKVSEGLLQEVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA

PRI LERDES < AL SEAVRRTANeTTALLP AL DENR O b

Q IVDEVDAFP VDNPYLINYA VIS
Ne §YFR PLVVIIT HQLL F[{ AFDLLI DEVDAFP FDNEMLYj§A BN
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPRLYHAVKNS
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS

NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
N N N e N NN N

WE LRI AT KR LARLoL RRRE L s o xCRKTe

RAQ.K.GPK-ERD ClTYL KTQQ?

<

ILRFTREL,... . SR REUHE @ st e ] e LAY

NNYSLPQIK.RFL.V.H LYCQRC [ |
AN K

ARSI LQ

] N * Y * % *

154
158
147
147
147
147
147
147
147

234
236
225
225
225
225
225
225
225

313
303
305
305
305
305
305
305
305



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

37232 SPN032672 RS04665 WP 000867610.1

277
236
202
167
507
535

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

37232 SPN032672 RS04665 WP 000867610.1

277
236
202
167
507
535

consensus

LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

FSE e ol PRl TLSTTLERTE DA

IFASEIKKGEQLEEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFV EANHRLFTKS
IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS

IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLEFTKS

* ok |k * [ tetrrrrrnd IR ! !

étJ/Q|A R\A/ RSDRAQNLVHFEHQDK é ‘K‘KA KE QK()NKEARLL(Q%IV
445
Q 430
SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL 432
SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL 432
SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL 432
SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL 432
SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL 432
432
432

X non conserved
B similar
>50% conserved

393
383
385
385
385
385
385
385
385



