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NTDB id 37224 THERJR RS01305 WP 198360500.1 MLSAVGRIDRVSRVRVRFCCQECGFESLKWLGRCPSCESWNSFVEEPLPA...KKGAAGSGNLQMSGQPVSISDVVTVEE 77
NTDB id 125 BSU 00870 NP 387968.1 ..........MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEE 70
NTDB id 509 SM12261 RS00130 WP 078228442.1 ..........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINV 67
NTDB id 279 KZH43 RS00140 WP 074017595.1 ..........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINV 67
NTDB id 238 SPD RS00140 WP 074017595.1 ..........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINV 67
NTDB id 204 SPR RS00140 WP 074017595.1 ..........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINV 67
NTDB id 169 SP RS00155 WP 074017595.1 ..........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINV 67
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ..........MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINV 67
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NTDB id 37224 THERJR RS01305 WP 198360500.1 IRYCTGIGELDRVLGGGIVRGSLILIGGDPGIGKSTLGLQAASAISIKTGRVLYVSGEESIHQTKLRALRLGAVSPDLYI 157
NTDB id 125 BSU 00870 NP 387968.1 PRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHV 150
NTDB id 509 SM12261 RS00130 WP 078228442.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
NTDB id 279 KZH43 RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
NTDB id 238 SPD RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
NTDB id 204 SPR RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
NTDB id 169 SP RS00155 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
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LAGPRLVML
NTDB id 37224 THERJR RS01305 WP 198360500.1 VSETSLEGILRHIEKLQPNLVVVDSIQTVFTEEVHAAPGGVSQVRECTAHLMRLAKSTGIPVFIVGHVTKEGYLAGPRVL 237
NTDB id 125 BSU 00870 NP 387968.1 LSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLL 230
NTDB id 509 SM12261 RS00130 WP 078228442.1 YAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRML 226
NTDB id 279 KZH43 RS00140 WP 074017595.1 YAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRML 226
NTDB id 238 SPD RS00140 WP 074017595.1 YAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRML 226
NTDB id 204 SPR RS00140 WP 074017595.1 YAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRML 226
NTDB id 169 SP RS00155 WP 074017595.1 YAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRML 226
NTDB id 537 SMSK321 RS07120 WP 080550752.1 YAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRML 226
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VFLAEERSTLAPDGSAATGSVSVI ITVAPVASTVMEGTRPVI LVAE

NTDB id 37224 THERJR RS01305 WP 198360500.1 EHMVDTVLYFEGDRHHNFRVLRAVKNRFGSTNEIGVFEMGEHGLVPVANPSEIFLAERTPGATGSVVIPAVEGTRPVLVE 317
NTDB id 125 BSU 00870 NP 387968.1 EHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVE 310
NTDB id 509 SM12261 RS00130 WP 078228442.1 EHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
NTDB id 279 KZH43 RS00140 WP 074017595.1 EHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
NTDB id 238 SPD RS00140 WP 074017595.1 EHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
NTDB id 204 SPR RS00140 WP 074017595.1 EHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
NTDB id 169 SP RS00155 WP 074017595.1 EHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAE 306
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NTDB id 37224 THERJR RS01305 WP 198360500.1 VQALVSPSNFAAPRRMTKGIDHNRVSLLAAVLEKRVGLHLANQDIFVNVVGGVKLDEPAIDLGLVAAIASSLKEIPVNPQ 397
NTDB id 125 BSU 00870 NP 387968.1 IQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPA 390
NTDB id 509 SM12261 RS00130 WP 078228442.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 279 KZH43 RS00140 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 238 SPD RS00140 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 204 SPR RS00140 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 169 SP RS00155 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
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NTDB id 37224 THERJR RS01305 WP 198360500.1 TLVVGEVGLTGEVRAVGQLEKRVKEGAKLGFKHIIAPGGNKVQSLEVNGINIIPVKSVAEVMDIILGGD 466
NTDB id 125 BSU 00870 NP 387968.1 DCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG. 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 238 SPD RS00140 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 204 SPR RS00140 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 169 SP RS00155 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA.. 453
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