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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 371787 FLL57 RS09430 WP 013502397.1 .MAGSVNKVILVGNLGADPEIKRTQDGRPIANLRIATSETWRDRATGERKEKTEWHRVVIFNEGLCKVAEQYLKKGAKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQSQE....AYQRPAQQ.......SRQPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQSQE....AYQRPAQQ.......SRQPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQG.SGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 371787 FLL57 RS09430 WP 013502397.1 IEGQLQTRKWTDQSGAERYSTEVVLQNFNSTLTMLDGRSGGGGGGGYGD.DNS...G........GDFGSSGP..S.GGG 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGG.MNV...P........AQQGSWGQ..PQQPA 145
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NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NA..TRPQPAQKPA....AQAEPPMDNFDDDIPF 180
NTDB id 371787 FLL57 RS09430 WP 013502397.1 GG..RRPMPAS.........SGGGRSDMDDDIPF 167
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQ..HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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