logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1

1402
1112
1113

DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

371752 FLG15 RS16180 WP 057677885.1

1252
1198
1016
1059

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402
1112
1113

371752 FLG15 RS16180 WP 057677885.

1252
1198
1016
1059

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402
1112
1113

371752 FLG15 RS16180 WP 057677885.

1252
1198
1016
1059

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402
1112
1113

371752 FLG15 RS16180 WP 057677885.

1252
1198
1016
1059

consensus

GC085 RSO7730 WP 011213805.1
PSJM300 03950 AFN76868.1

ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

A1552VC RS11075 WP 000648511.

DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

GC085 RSO7730 WP 011213805.1
PSJM300 03950 AFN76868.1

ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

A1552VC RS11075 WP 000648511.

DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

GC085 RSO7730 WP 011213805.1
PSJM300 03950 AFN76868.1

ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

A1552VC RS11075 WP 000648511.

DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAAB5695.1 219..1451( )

GCO85 RS0O7730 WP 011213805.1
PSJM300 03950 AFN76868.1

ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

1

1

1

st gtenbf B Bl e st sl

E =
............ MKATQTLP KNMRMWK

hfgﬁ

NSNEKE . B

............. MKTIRP QK NEREK NSSGKK TSN} LAM Q

....... MAKNGGFSLFMKKEKRIJIBAERHS ASDIULEIN M SINFlEEENIK KIMATIRERIR PLQ e
....... MAKNGGFSLFIKKEKRIIBAERHS ASDULMN M SINFHEEENIK KIMAIREBIRPLQ e
MSVARNAIKKQTADRSTVQQ QLIFLEAE TDERE /A .

............. MDKNI LTIgH NEAEQI .

............. MAQKINIKNSVIT DRQEAN .

............ MAAKKTQVEPVIZA DRKE T .

............ MAVKKRQVEPTigA D KGVK.

KAV

el

I

* * 1%
\ |VAEN KeoV

AD # QAEE LI N#F ﬁg 5 ;,LTQ
IRITRQLATM

GYDIT FTRQ ATM

MEDIT FTRQL TM

MDIT FTRQL TM NAG PL QAFEIVA

PKDIﬂEF RQ ATM K GVP Vﬂ EEI EGHJANPJIM

E G PLVQAF IVAKGQSNKRL

KAGVPL Q F I

KAGVPLVQAFEIVAEGIRINPEM

KAGVPLVQ FEIVAEGI®RXNPIM
sk | oskoskok ko

NS

EA STHELR

(MUDIT F RQLATM
VDI FTRQ ATM
JJRD I\ FTROLATM
JWRDIT FTROLATM

TRy

e DRATVERSE b AL o M et s

LD
LD

V(iN

YIS

BLIE e

EWRIGAELPIRT QEyV |y
FWNIGAELP AT QEYV 1o
FIQYFGAELPAFTQ
FISEFGA ' LPANITIRIAV i
FIW[FGAELPAFTI® V [e38
FISIFGA LPAFTQ V Iy
FESJFGA LPAFTQ V N
Plsk b bk Dok x|

s RT AT Lo ssTACA

SIKA\TA FERTLAT F AG P
RTWATIREAAGVPLVDWLBSTAGAEGN
RTWATIMEAAGVPLVDELBSTAGAEGN
RTWAWTFAGVPLV ALFRUAGATGNE
RTL WMTFAAG PLV ALJSSMAGATGN
RTL TTFAAGVPLVDALMSEHAGATGN
MKAWIAR FRTLATTFAAGVPL DALJASTAGATIYNH

MKAWMIAR BRTLATTFAAGVPL DALJASTAGATNN
*okokokok |kok |k | *ok | S AR * 1 kok 1%

ABYKEK B ISK KpALpYPURIVIEVA
ARYKEK B ISK KpjALBYPUSIV IEVA

LDEVATYKENEEALKGKIKKALFYPAMVIAVA
K

LD VATYKEKMEN KISKIKKALWYPE®AV VA
LDRVATYKEK EBLKEAKIKKA NYPh®AV VA

xzmrrj:uoo:«>mu

LDRVAMYKEK EMLKWKIKKA [qYPIS{VI vA
Tk 11

DR B L

E2 Al\"(/\ L

G AT F 1ef NSl [n3Y DA
AT @F |91 PRsi pEd DA

PR

it Fited et
AT

*x 1k sk D%

¥k|K

AT F JgAFSR SiEJiel:8y DRL /LR

G

W

W A G BrEA N SHFIN DR
W - AR T FIQNABRIR )3

W

W

*

* % % ok k kokokokokkok ok k [

146
145
148
148
158
145
144
147
147

226
225
228
228
238
225
224
227
227

306
305
308
308
318
305
304
307
307



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

371752 FLG15 RS16180 WP 057677885.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

371752 FLG15 RS16180 WP 057677885.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

Vet Repl 0

134 Tl.WA Y\. F §WA

JfVVGGLV AMYLPIF LEISV
VVGGLVAMYLPIF LISV
i AMYLP F LGWVV
T AMYLP F LGNVV
MYLPIFQLG VV

AMYLPIF

AMYLPIF

AMYLPIF

AMYLPIF

KIRSSAN . -

X non conserved
B similar
>50% conserved

408
407
410
410
420
406
405
408
408

QMF IGEESG LD MLREK
QM IGEESG LD MLRNK
QMPAIGEE GALDEMLFKVAE
K

ENEV NAVD LSH
YEMEV NAVD LSH
YEBEVDNEVD L [

QMVAIGEESGAL
QMIAIGEESGALD MLEKVApN
QMVAIGEESGALD MLWKVAIN YEREVDEAVD L [

QMVAIGEESGALDEMLBKVAW YENEVDNAVD L [
Ty NN oy ey iy oy IR

o e st

|?@L

386
385
388
388
398
385
384
387
387



