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NTDB id 371654 FMM01 RS05195 WP 150391837.1 MKGIIAFILVFGIIVLVHEFGHYFFAKWAGILVREFSIGMGPKLFWHRS.HGTTYTIRILPLGGYVRMAGAADDEDEIEP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!*!!*!*!*!**!!**!!!!!*!!!!**!!!!!!!*!!!!!!*!*!****!!*!!!!!!!!!!!!!!!!***!**!!**

logo GTSMPATSLVTLNGDKADGVKVTRSR INTLSDKRVQTVNDVQNTGAVLPLMQNVSTKASYDLEKDEKLWTVI ETGYLEVNLGDEESVVTKRTYPEVDHDATI IVEHEDGTEVLQR IAPLKD
NTDB id 371654 FMM01 RS05195 WP 150391837.1 GTMATLVLNDAGVVTSINTSDKVTNVNGVPLQVSKSDLEKELWVEGYENGDESVVKRYPVDHDATIIEHDGTEVQIAPLD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
consensus !**!*!*!***!*!**!!*!!********!**!***!!!**!***!***!* *!*!*!!!!!!!*!*!!!!**!!!*!
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NTDB id 371654 FMM01 RS05195 WP 150391837.1 VQFQSASLGRRMLTNFGGPLNNFLLGIITFIIIAFVNGGAPNNSQTMIAQIEPGMPAAQAGFKAKDLVQTVDGQRVGDIT 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQV.ANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQV.ANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!*!*!!***!**!!!*!!*!!!*!!***!!!*!!!*!!****!***!** **!**!***!*!**!*********!*!**
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NTDB id 371654 FMM01 RS05195 WP 150391837.1 DFSKHLQNKAGK.....TVKIQV.LRNGQTKTLTVKPVARTVDKKQVTQIGVAVTGGLDTSFTAKLKYGFTETWYIITHI 313
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQ......GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQ......GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
consensus *****!*****!**********!***!!!**!**!!!* ** ******!***!*!****!***!!***!***!*!
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NTDB id 371654 FMM01 RS05195 WP 150391837.1 LQILGSFFTGGFSLNKLGGPVAIYQASSQAASFGWLSVVTMMASLSVNLGLMNLLPIPALDGGKLLLNVVEAVRGEPISE 393
NTDB id 323 STU RS10650 WP 011225396.1 LATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
NTDB id 291 STER RS01205 WP 011680685.1 LATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
consensus !**!*** ***!!!!!!!!!!!**!*!*!!***!**!****!**!!*!!!**!!*!!!!!!!!!***!**!!*!**!***
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NTDB id 371654 FMM01 RS05195 WP 150391837.1 EKEGVITLIGFGLLLLLMIAVTWNDFQRLFTH 425
NTDB id 323 STU RS10650 WP 011225396.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus !*!**!!!*!******!!!!!!!!!**!*!*
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