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NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFLFQNWQQSQASQN 80
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKVLVICGIFGFWFVFQNWQQSQASQN 80
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 371508 FLP15 RS11855 WP 142767278.1 ML..SVLTKFPLIFLAYLAVLLYYCIFDFNLVIALVFA....CSLGIALYRKYFLLFPVLLVLTVFFFIVATDSHQKMTT 74
NTDB id 596 KW2 RS08720 WP 021037686.1 MR..FLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILFI....CSILLALFRKYYLMIPILIVFAVFFLLINSLSIRDNEN 74
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NTDB id 494 SM12261 RS04305 WP 000942409.1 LADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQAY 160
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQAY 160
NTDB id 189 SPR RS04300 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 223 SPD RS04540 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 154 SP RS04735 WP 000942394.1 LADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 264 KZH43 RS04200 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 371508 FLP15 RS11855 WP 142767278.1 QAQNVSQTKIIPDSIQVNGDLLSFQGNEAGEKYQVYDTLQSEKEKKFYENLKQNCTISFTGNLEVPERQRNFNGFDEQKY 154
NTDB id 596 KW2 RS08720 WP 021037686.1 QPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQKY 154
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NTDB id 494 SM12261 RS04305 WP 000942409.1 LKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIHL 240
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 189 SPR RS04300 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 223 SPD RS04540 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 154 SP RS04735 WP 000942394.1 LKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 264 KZH43 RS04200 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 371508 FLP15 RS11855 WP 142767278.1 LATQGIYREIIITSISKIKTNRVL....DLHVLRRSAIVWVQSHFPKPMSNYMTGLLFGYLDKDFEQMGDIYSSLGIIHL 230
NTDB id 596 KW2 RS08720 WP 021037686.1 LASQNIYRQITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIHL 230
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NTDB id 494 SM12261 RS04305 WP 000942409.1 FALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFII 320
NTDB id 189 SPR RS04300 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 223 SPD RS04540 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 154 SP RS04735 WP 000942394.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 264 KZH43 RS04200 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 371508 FLP15 RS11855 WP 142767278.1 FALSGMQVNFFIDGLRKILLRLGIRRDIVDILQIPFSIIYAFLTGLSVSILRALFQKNIK...LTGLDNIALTTLILMFV 307
NTDB id 596 KW2 RS08720 WP 021037686.1 FALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNIR...LTSLDNIGVTTLVLMLI 307
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NTDB id 494 SM12261 RS04305 WP 000942409.1 MPNFFLTAGGVLSCAYAFILTMTSKE..............GEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVF 386
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MPNFFLTAGGVLSCAYAFILTMTSKE..............GEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVF 386
NTDB id 189 SPR RS04300 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTSKE..............GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVF 386
NTDB id 223 SPD RS04540 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTSKE..............GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVF 386
NTDB id 154 SP RS04735 WP 000942394.1 MPNFFLTAGGVLSCAYAFILTMTSKE..............GEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVF 386
NTDB id 264 KZH43 RS04200 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTSKE..............GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVF 386
NTDB id 371508 FLP15 RS11855 WP 142767278.1 SPKFLLTAGGQLTLFYAFAISMLSHLFISKKESLTEKVHLTSKLKQMIIASSALSLLVLPVLIFNFYIFQPLSILLTIGF 387
NTDB id 596 KW2 RS08720 WP 021037686.1 SPKFLLTTGGQLTLFYAFVISMLNHPFSNLN...........GLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIF 376
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NTDB id 494 SM12261 RS04305 WP 000942409.1 SFLFDLVFLPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLA 466
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SFLFDLVFLPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLA 466
NTDB id 189 SPR RS04300 WP 000942407.1 SFLFDLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLT 466
NTDB id 223 SPD RS04540 WP 000942407.1 SFLFDLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLT 466
NTDB id 154 SP RS04735 WP 000942394.1 SFLFDLVFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLT 466
NTDB id 264 KZH43 RS04200 WP 000942407.1 SFLFDLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLT 466
NTDB id 371508 FLP15 RS11855 WP 142767278.1 GVLFDLVLLPLLLTAFLLSLTGLTLNLNWIFKTLEAFIQLVDRPFHYPLILGKPNAIQLILLLSITALLLDFWTQKKLRW 467
NTDB id 596 KW2 RS08720 WP 021037686.1 GFLFDFMLLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRF 456
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NTDB id 494 SM12261 RS04305 WP 000942409.1 VLSLLITGLFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSR 545
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSR 545
NTDB id 189 SPR RS04300 WP 000942407.1 VLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSR 545
NTDB id 223 SPD RS04540 WP 000942407.1 VLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSR 545
NTDB id 154 SP RS04735 WP 000942394.1 VLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSR 545
NTDB id 264 KZH43 RS04200 WP 000942407.1 VLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSR 545
NTDB id 371508 FLP15 RS11855 WP 142767278.1 LLLSSLFIIFFICKNPSQPTITAVDVGQGDSIFLKDRFNKQTILIDTGGRLNIP..EKSWQKAQTESNASKTLIPYLESE 545
NTDB id 596 KW2 RS08720 WP 021037686.1 FLVGFIFLFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESM 534
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NTDB id 494 SM12261 RS04305 WP 000942409.1 GVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKI 625
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKI 625
NTDB id 189 SPR RS04300 WP 000942407.1 GVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKM 625
NTDB id 223 SPD RS04540 WP 000942407.1 GVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKM 625
NTDB id 154 SP RS04735 WP 000942394.1 GVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKM 625
NTDB id 264 KZH43 RS04200 WP 000942407.1 GVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKM 625
NTDB id 371508 FLP15 RS11855 WP 142767278.1 GVSQIDQLILTHTDDDHVGDFLNLADKIKIKEVWVSPGELTCPDFVDKLKKAKIPIHLTQVGDEISIFNSQLQVLSNGYT 625
NTDB id 596 KW2 RS08720 WP 021037686.1 GVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYT 614
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NTDB id 494 SM12261 RS04305 WP 000942409.1 GDGGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRA 705
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GDGGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRM 705
NTDB id 189 SPR RS04300 WP 000942407.1 GDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRM 705
NTDB id 223 SPD RS04540 WP 000942407.1 GDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRM 705
NTDB id 154 SP RS04735 WP 000942394.1 GDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRM 705
NTDB id 264 KZH43 RS04200 WP 000942407.1 GDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRM 705
NTDB id 371508 FLP15 RS11855 WP 142767278.1 GKGDNNDSIVTYGNFYGKKFLFTGDLEQDGEMKLLKNYPDLKVDILKAGHHGSKTSSNPKFIKQIQPQLAIISVGKNNHY 705
NTDB id 596 KW2 RS08720 WP 021037686.1 KKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRY 694
consensus **!***!**!*!!***** !!!!!*!!**!!**!!**!!*!*! *!!***!! !*!!***!*****!****!!!!!*!**

logo

G
K
H
LPNHYQQETLDETTRFLAKETKGYIKQNVSKSTVLYRTDQHKNQGAIKRLFTKEGI

V
W
L
K
N
D
G
Q
L
Q
SWQRKVIKSETSVGR

NTDB id 494 SM12261 RS04305 WP 000942409.1 KLPHQETLTRLETINSKVYRTDQHGAIRFKGWN.SWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 KLPHQETLTRLEGINSKVYRTDQQGAIRFKGWN.SWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 KLPYQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 KLPYQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 KLPHQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 KLPYQETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 371508 FLP15 RS11855 WP 142767278.1 GHPNQQTLDTFKKYKVKSLRTDQNGAIKLTEIKGLWRISTVR 747
NTDB id 596 KW2 RS08720 WP 021037686.1 GHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
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