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NTDB id 371506 FLP15 RS11575 WP 142767237.1 MAKERTEIPEQLTWDLTTIFSTDEAWEEELDCVTGNIEGAEADFAGHLLDSAVTLHEITATMLSISKDVEKLYVYASMKN 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKK.ASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus ! !!***! !!!!!!!! !! !! ! ** * * *!!!!!!!! !* ! *!* * *!!*!!!!!!!!

logo DQDTRTAVAGKLYQEYQAKASTNTLYASKQFLGSEAFASFYFYEPEFLMALDTDTEKKNLYAQEKFLKLELDQEPGQLGKKLYDQHYFERLFLATKNKDTHI
VLSQEKAVEEKLLAAS

NTDB id 371506 FLP15 RS11575 WP 142767237.1 DQDTRAAKYQEYQAKATTLYAKFGEAFSFYEPEFLALTTENYQKLLLDEPQLKKYQHYFERLFTKKTHILSQKVEKLLAS 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus !!!! * !!!!!!!!* !! !!! **!!!!*!! !! ! ! !!!!!! ! !*!!! ! !!!
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NTDB id 371506 FLP15 RS11575 WP 142767237.1 AGEIFGSGAETFEVFDNADVRFPQVKDESGEEIQLTHGNYISLMESKDRIVRENAYKALYSNYEQYQHTYAKTLQTNVKV 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus !!*!! * *!! ! !!!!* !! ! ! !* * !!!!!*!*!!!!!!! *! !! !*! !!!*!!!!! !!! !!!

logo HNFYNQAEKVRGHYNSSAREHAALAAENF IVPEKSVYDSVL ILESTVNKHYLPLLHRYI
L
D
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VYTPLSETLTDETYAKFLNTYEDEGSLV

NTDB id 371506 FLP15 RS11575 WP 142767237.1 HNFNAEVRGYSSAREAALAENFVPEKVYDVLIETVNKYLPLLHRYISLRKEILNLSDLKMYDIYTPLSTLDYKFNYEDGV 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESL 319
consensus !!**! !!*! !!!*!!!! !!*!! !!! !*!*!!!*!!!!!!!* !!! *! ! *!!!!!*!!!!! * !!* *

logo KKAEQEVLAI FGEDEYSTKRGRVHKARAFDTERWIDVCHEPNKVGKRSGAYSGGASYDTNAFMLLNWQDETLDDNLFTLVHEMTGHSLMHSTFTREQ
NTDB id 371506 FLP15 RS11575 WP 142767237.1 KKAQEVLAIFGEDYTRRVKRAFDERWIDVCENVGKRSGAYSGGSYDTNAFMLLNWQETLDDLFTLVHEMGHSMHSTFTRE 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQ 399
consensus !!! !!!!!!!!*!** !* !! !!!!!! *! !!!!!!!!!! !!!!!!!!!!!!*!!! !!!!!!! !!!*!!!!!!
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NTDB id 371506 FLP15 RS11575 WP 142767237.1 NQPYVYGDYPIFLAEIASTTNENILTETLLNETKDDKERFALLNHWLDSFRGTVYRQAQFAEFEQMIHEADAKGQVLTSE 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTAD 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!! !!!*!!!*!! !*!!!*!! !!!!!!* !!!!!! !!*!! *

logo FMNDKLTYAGDKLNEKYYGNLKAEKDENLYE IQFYEWAER IPHFYMYNFYYVFYQYASTGFAAASTYLAEKIVHGTETEDNKREAKYLNTYLKAGSSADYP
NTDB id 371506 FLP15 RS11575 WP 142767237.1 FMNDTYGKLNEKYYGLKAKENLEIQYEWARIPHFYYNFYVFQYSTGFAAATYLAEKIVHGTTENREKYLNYLKAGSSAYP 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYP 559
consensus !!! !* !!!!!! !!! *! !!!*!! !!!!!! !*!!*!! !!!!!!*!!!!!!!!!! ! *! !! !!!!!!! !!



logo LDEVIAKKAGVDMTNSATDEYLDEASASFKQLVFEDRRLEVEFLEANLVEKKGVHLS
NTDB id 371506 FLP15 RS11575 WP 142767237.1 LDVIAKAGVDMTSAEYLESSFQLFERRLEEFENLVKK..... 597
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !*!! !!!!!!! *!!* ! *!! !! ! ! !! !*****

X non conserved

X similar

X ≥ 50% conserved


