
logo MKKLFNKTFTNPKEKI
KENTKVENESSASKRS IMLRWAFANTVFCF ITFTLVFATVLVI

TYQALTI STSTF IKNEEKQQSLVLVLTNRSMDTNS IVEENVLESEKADKAEPL
NTDB id 371502 FLP15 RS10960 WP 142767147.1 MKK.NKTPKEIENKNESSSKRSIMLRWAFANTVFCFITFTVFAVVIYQATITTFINEEKSVVLNSMTNIENVLSEAKEPL 79
NTDB id 607 V4T04 RS01905 WP 010906048.1 MKKLFTFNKKKETVEESSAKRSIMLRWAFANTVFCFITFTLFATLTYQLTISSFIKEEQQLLTRSMDSVEEVLEKADAPL 80
consensus !!!* *! ! !!! !!!!!!!!!!!!!!!!!!!!!*!! * !! !!**!! !! ** !! *! !! ! !!
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KLLYSTHNPRHRSTFGFMQNLQAKNNE I

MKEQFIDRGEKNPGFYLVEQREK
NTDB id 371502 FLP15 RS10960 WP 142767147.1 TSENLHQYIEYTATIKPGNHSAEEQTLMSMIGSRKAFYIYDIDKHLLYSTHPRSFGFMNLKNNEIKQFDGKNPGFLVERE 159
NTDB id 607 V4T04 RS01905 WP 010906048.1 NSSNLNTYIEATSKIQNGE..SEGMSLGSIIGTRKAFYIYDLNHKLLYSTNRHTFGFQNQANNEMKEIRGENPGYLVQRK 158
consensus ! !!* !!! ! ! *! ** ! *! !*!!*!!!!!!!!* **!!!!!****!!! ! !!!*! ! !!!*!! !

logo I IVSKSTGKQVI
VGYLQAFYDLTTSTYHKR I

VSNLLL I SVLL IVLE I
VVAL IVAQI

L IGYFMAHNYFMKRPLEKLHYKQGMQEMVAENDPTGNDEFEKP I
NTDB id 371502 FLP15 RS10960 WP 142767147.1 IVSKSTGKVIGYLQAFYDLTSYHKVSNLLLISLLVLEVVALIVAQIIGYFMAHYFMRPLEKLHKGMQEVAEDPTGEFKPI 239
NTDB id 607 V4T04 RS01905 WP 010906048.1 IISKSTGQVVGYLQAFYDTTTYHRISNLLLIVLLILEIVALIVAQLIGYFMANYFMKPLEKLYQGMQEMANDPTNDFEPI 238
consensus !*!!!!! !*!!!!!!!! !*!!**!!!!!! !!*!!*!!!!!!!*!!!!!!*!!!*!!!!!* !!!!*! !!! *! !!

logo E IKQSTGDE I EELAHVYNDEMML
MKMTKNAYLVEQQKNRFVSDVSHELRTPLAVLDGHINLLNRWGKNDAPE I

VLDESLQASLQDFE I
V
D
SRMK

NTDB id 371502 FLP15 RS10960 WP 142767147.1 EIKTGDEIEELAHVYNEMMMKTNAYVEQQKRFVSDVSHELRTPLAVLDGHINLLNRWGKNDAEILDESLQASQFEISRMK 319
NTDB id 607 V4T04 RS01905 WP 010906048.1 EIQSGDEIEELAHVYNDMMLKMKAYLEQQNRFVSDVSHELRTPLAVLDGHINLLNRWGKNDPEVLDESLQASLDEVDRMK 318
consensus !! *!!!!!!!!!!!!*!!*! !!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!! !* !!!

logo KMLEEMLALARLENVDLSSESELDCDVGVKVCKNHRALVKNFAQLLVHRDQDEFE I EVLDINQKRLVI
S
D
Y
E
PTHKAKR I SYEPNHFYEQAGLRS I LLDNAAKYS

NTDB id 371502 FLP15 RS10960 WP 142767147.1 KMLEEMLALARLENVDLSSSELDCDVVKVCKHAVKNFALVRQEFEIELIQKVSDETKAKIYPNHYEQALSILLDNAAKYS 399
NTDB id 607 V4T04 RS01905 WP 010906048.1 KMLEEMLALARLENVDLSSEELDCDVGKVCNRALKNFQLLHDDFEIVLDNRLIYPTHARISENHFEQGLRILLDNAAKYS 398
consensus !!!!!!!!!!!!!!!!!!! !!!!!! !!! *!*!!! !** *!!! ! *** *!*!*! *!!*!!*! !!!!!!!!!!

logo PDDRKES ITVITI
V
A
SEDEDQFYVITKSVSDKGIG I SEKEDINQHLFERFFRADKARNRDE IGGTGLGLS I LMARLAENYKQGEKI EVENSELG

NTDB id 371502 FLP15 RS10960 WP 142767147.1 PDDRKSITITIAEDEDYVITKVSDKGIGISKEDIQHLFERFFRADKARNRDIGGTGLGLSIMARLAENYKGKIEVESELG 479
NTDB id 607 V4T04 RS01905 WP 010906048.1 PDDRKEIVITVSEDEQFVITSVSDKGIGISEEDINHLFERFFRADKARNREIGGTGLGLSILARLAENYQGEIEVNSELG 478
consensus !!!!! ! !!* !!! *!!! !!!!!!!!! !!!*!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!! ! !!! !!!!
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VGSTF ITLKFIPKI
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K

NTDB id 371502 FLP15 RS10960 WP 142767147.1 VGSTFILKIPKLD 492
NTDB id 607 V4T04 RS01905 WP 010906048.1 LGSTFTLKFPKIK 491
consensus *!!!! !! !!*



X non conserved

X similar

X ≥ 50% conserved


