
logo MLLKLSPRHRKRPSLHREQSGFSLMI EVLVALLL IVS IGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA
NTDB id 371464 IHMA87 RS25655 WP 034081446.1 MLLKLPRKPLRESGFSLIEVLVALLLVSIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA 80
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA 80
consensus !!!! ****!* !!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TQSDFFKAKGSAFPTAPSSCTPLPDAI
VKDRLGCWAEQVKKNELPGAAGDLLMNSDEFYYICRSSKPGDCDGKGSMLE IRLAWRGK

NTDB id 371464 IHMA87 RS25655 WP 034081446.1 TQSDFFKAKGSAFPTAPSSCTPLPDAVKDRLGCWAEQVKKELPGAADLLNSEFYICRSSKPGDCDGKGSMLEIRLAWRGK 160
NTDB id 1195 PAKAF RS24020 WP 016253895.1 TQSDFFKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLEIRLAWRGK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!*!!! !**!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGACVNAPADSGSADTSLCHYYTLRVEP
NTDB id 371464 IHMA87 RS25655 WP 034081446.1 QGACVNPADSGADTSLCHYTLRVEP 185
NTDB id 1195 PAKAF RS24020 WP 016253895.1 QGACVNAADSSADTSLCYYTLRVEP 185
consensus !!!!!!*!!! !!!!!!*!!!!!!!
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