logo

NTDB id 371462 IHMA87 RS25630
NTDB id 1472 PAKAF RS23995 WP
consensus

logo

NTDB id 371462 IHMA87 RS25630
NTDB id 1472 PAKAF RS23995 WP
consensus

logo

NTDB id 371462 IHMA87 RS25630
NTDB id 1472 PAKAF RS23995 WP
consensus

logo

NTDB id 371462 IHMA87 RS25630
NTDB id 1472 PAKAF RS23995 WP
consensus

logo

NTDB id 371462 IHMA87 RS25630
NTDB id 1472 PAKAF RS23995 WP
consensus

logo

NTDB id 371462 IHMA87 RS25630
NTDB id 1472 PAKAF RS23995 WP
consensus

logo

NTDB id 371462 IHMA87 RS25630
NTDB id 1472 PAKAF RS23995 WP
consensus

WP 034081442.

016253893.1

WP 034081442.

016253893.1

WP 034081442.

016253893.1

WP 034081442.

016253893.1

WP 034081442.

016253893.1

WP 034081442.

016253893.1

WP 034081442.

016253893.1

LU S esU Ry YRR S

MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELE QVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF
MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELE QVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF

AL P LA LR LV L LTLTEELL O |

ILALTDVL LCGLFYAGGG PSGIGSLLVVAVATANILLRGRIGLVIAAWASLGLLYLTFFLSLSSPDAJgNHYVQAGGLG
ILALTDVL LCGLFYAGGG PSGIGSLLVVAVAIANILLRGRIGLVIAAMASLGLLYLTFFLSLSSPDA NHYVQAGGLG

1L CR VR AR VA e R Lo LAV LRI A

TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDS)IRJILLANQAALGLLRQDMVIIGASLIN
TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDS MJNILLANQAALGLLRQDBVMGASL
|

L R T AL S

R SPML HCMKQWRLNPSBRPPTLKV P GPEIVQPSFISLNREBIDIMHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE
RiISPML HCMKQWRLNPSJBRPPTLKV P GP@VQPSFISLNRE DNHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE

L AR DL R L L R

SELHLQLGAGDIBITRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARD SDLPVLEIF\DDGPGVPWDKLNNLFEP

SELHLQLGAGDI TRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARD)Y SDLPVLEINMDDGPGVPEADKLNNLFEP
rrrrrrrn

TR LU TR N H )

FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS
FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS
PELL e

530
530

80

160
160

240
240

320
320

400
400

480
480



(> S

non conserved
similar
>50% conserved



