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NTDB id 371412 FKL89 RS19245 WP 272953710.1 ALIKKNAKFKSTPVVMLSSKDGLFDRARGRMVGSDQYLTKPFTKESLISAVASFAGRERAN 141
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ALIKNSQNYQNIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS.... 127
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